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Crystal structure of malate dehydrogenase from
Plasmodium falciparum (PfMDH) [Plasmodium falciparum
3D7]

Plasmodium
falciparum 3D7 655 655 100% 0.0 100.00% 320 5NFR_A

Crystal structure of malate dehydrogenase from
Plasmodium Falciparum in complex with 4-(3,4-
difluorophenyl)thiazol-2-amine [Plasmodium falciparum]

Plasmodium
falciparum 648 648 100% 0.0 98.46% 324 6R8G_A

malate dehydrogenase [Plasmodium falciparum 3D7] Plasmodium
falciparum 3D7 638 638 97% 0.0 100.00% 313 XP_966170.1

malate dehydrogenase [Plasmodium reichenowi] Plasmodium
reichenowi 630 630 97% 0.0 98.08% 313 XP_012761998.1

malate dehydrogenase [Plasmodium sp. DRC-Itaito] Plasmodium sp.
DRC-Itaito 623 623 97% 0.0 96.81% 313 CAC9696262.1

hypothetical protein PFMALIP_01469 [Plasmodium
falciparum MaliPS096_E11]

Plasmodium
falciparum
MaliPS096_E11

622 622 95% 0.0 99.67% 309 ETW50453.1

malate dehydrogenase [Plasmodium sp. gorilla clade G3] Plasmodium sp.
gorilla clade G3 615 615 97% 0.0 96.17% 313 SOV74725.1

malate dehydrogenase [Plasmodium sp. DRC-Itaito] Plasmodium sp.
DRC-Itaito 580 580 97% 0.0 94.23% 313 SOV21691.1

malate dehydrogenase [Plasmodium gaboni] Plasmodium gaboni 580 580 97% 0.0 94.23% 313 XP_018642816.1

malate dehydrogenase [Plasmodium sp. gorilla clade G2] Plasmodium sp.
gorilla clade G2 579 579 97% 0.0 93.29% 313 XP_028537330.1

malate dehydrogenase, putative [Plasmodium relictum] Plasmodium
relictum 503 503 97% 1e-177 79.55% 313 XP_028533952.1

Malate dehydrogenase [Plasmodium coatneyi] Plasmodium
coatneyi 503 503 97% 2e-177 76.92% 313 XP_019915696.1

malate dehydrogenase, putative (MDH) [Plasmodium
ovale wallikeri]

Plasmodium ovale
wallikeri 501 501 97% 1e-176 79.81% 313 SBT38197.1

malate dehydrogenase, putative (MDH) [Plasmodium
ovale curtisi]

Plasmodium ovale
curtisi 499 499 97% 8e-176 79.81% 313 SBS85361.1

malate dehydrogenase, NAD-dependent [Plasmodium
fragile] Plasmodium fragile 497 497 97% 5e-175 75.32% 313 XP_012335265.1

malate dehydrogenase [Plasmodium gonderi] Plasmodium
gonderi 496 496 97% 9e-175 74.04% 313 XP_028544431.1

malate dehydrogenase [Plasmodium inui San Antonio 1] Plasmodium inui
San Antonio 1 494 494 97% 6e-174 74.36% 313 XP_008814730.1

malate dehydrogenase, putative [Plasmodium vivax] Plasmodium vivax 493 493 97% 1e-173 73.08% 313 XP_001616198.1

malate dehydrogenase [Plasmodium vivax India VII] Plasmodium vivax
India VII 493 493 97% 2e-173 72.76% 313 KMZ79541.1

malate dehydrogenase, putative [Plasmodium
gallinaceum]

Plasmodium
gallinaceum 493 493 97% 2e-173 78.85% 313 XP_028526585.1

malate dehydrogenase, putative [Plasmodium knowlesi
strain H]

Plasmodium
knowlesi strain H 489 489 97% 4e-172 73.72% 313 XP_002261491.1

malate dehydrogenase [Plasmodium cynomolgi strain B] Plasmodium
cynomolgi strain B 486 486 97% 1e-170 72.76% 313 XP_004223317.1
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malate dehydrogenase, putative [Plasmodium vinckei
brucechwatti]

Plasmodium vinckei
brucechwatti 479 479 97% 4e-168 71.79% 313 CAD2095064.1

malate dehydrogenase, NAD-dependent [Plasmodium
yoelii 17X]

Plasmodium yoelii
17X 475 475 97% 1e-166 71.15% 313 ETB56770.1

hypothetical protein PFDG_04373 [Plasmodium
falciparum Dd2]

Plasmodium
falciparum Dd2 471 471 71% 2e-166 100.00% 229 KOB87837.1

malate dehydrogenase, putative [Plasmodium malariae] Plasmodium
malariae 475 475 97% 2e-166 76.28% 313 SBT79735.1

malate dehydrogenase, putative [Plasmodium malariae] Plasmodium
malariae 474 474 97% 4e-166 75.96% 313 XP_028862636.1

malate dehydrogenase, putative [Plasmodium yoelii] Plasmodium yoelii 474 474 97% 6e-166 70.83% 313 XP_022812395.1

malate dehydrogenase, putative [Plasmodium chabaudi
chabaudi]

Plasmodium
chabaudi chabaudi 473 473 97% 2e-165 70.51% 313 XP_737386.2

malate dehydrogenase [Hepatocystis sp. ex Piliocolobus
tephrosceles]

Hepatocystis sp. ex
Piliocolobus
tephrosceles

472 472 97% 4e-165 70.19% 313 VWU52414.1

malate dehydrogenase, putative [Plasmodium vinckei] Plasmodium vinckei 471 471 97% 4e-165 70.51% 313 CAD2108495.1

malate dehydrogenase, putative [Plasmodium vinckei
lentum]

Plasmodium vinckei
lentum 452 452 97% 3e-157 71.47% 313 CAD2095098.1

malate dehydrogenase, putative [Plasmodium chabaudi
adami]

Plasmodium
chabaudi adami 450 450 97% 2e-156 70.83% 313 SCN61096.1

malate dehydrogenase [Plasmodium vinckei petteri] Plasmodium vinckei
petteri 449 449 97% 5e-156 70.83% 313 EUD73291.1

malate dehydrogenase, putative [Plasmodium vinckei
vinckei]

Plasmodium vinckei
vinckei 447 447 97% 2e-155 70.19% 313 XP_008624410.2

malate dehydrogenase [Plasmodium vinckei vinckei] Plasmodium vinckei
vinckei 446 446 97% 5e-155 69.87% 313 KEG02700.1

malate dehydrogenase, putative [Plasmodium berghei
ANKA]

Plasmodium
berghei ANKA 444 444 97% 5e-154 70.19% 313 XP_034422383.1

malate dehydrogenase [Plasmodium yoelii yoelii] Plasmodium yoelii
yoelii 420 420 97% 1e-144 65.38% 323 EAA22943.1

Crystal structure of ancestral apicomplexan malate
dehydrogenase with oxamate [Apicomplexa] Apicomplexa 322 322 87% 5e-106 53.02% 326 4PLH_A

Crystal structure of ancestral apicomplexan malate
dehydrogenase with oxamate [Apicomplexa] Apicomplexa 315 315 87% 7e-103 51.75% 331 4PLT_A

Crystal structure of ancestral apicomplexan lactate
dehydrogenase with malate [Apicomplexa] Apicomplexa 311 311 95% 2e-101 48.41% 334 4PLC_A

malate dehydrogenase [Devosia sp. FKR38] Devosia sp. FKR38 310 310 93% 4e-101 48.84% 320 WP_137152966.1

malate dehydrogenase [Devosia sp. S02] Devosia sp. S02 309 309 93% 5e-101 48.01% 320 WP_193334840.1

malate dehydrogenase [Oceanibium sediminis] Oceanibium
sediminis 309 309 94% 7e-101 47.52% 320 WP_112321891.1

malate dehydrogenase [Candidatus Fonsibacter lacus] Candidatus
Fonsibacter lacus 308 308 96% 3e-100 45.66% 328 NCU49226.1

malate dehydrogenase [Devosia epidermidihirudinis] Devosia
epidermidihirudinis 307 307 93% 3e-100 47.68% 320 WP_046140904.1

malate dehydrogenase [Pelagibacterales bacterium] Pelagibacterales
bacterium 307 307 96% 5e-100 45.34% 328 GDX35174.1

malate dehydrogenase [Candidatus Fonsibacter lacus] Candidatus
Fonsibacter lacus 307 307 96% 6e-100 45.66% 328 NCU53456.1

malate dehydrogenase [Candidatus Fonsibacter lacus] Candidatus
Fonsibacter lacus 307 307 96% 6e-100 45.66% 328 NCU63045.1

malate dehydrogenase [Devosia limi] Devosia limi 306 306 93% 7e-100 47.68% 320 WP_046135361.1

malate dehydrogenase [Oceanomicrobium pacificus] Oceanomicrobium
pacificus 306 306 94% 1e-99 47.19% 320 WP_160851963.1

malate dehydrogenase [Rhodospirillales bacterium] Rhodospirillales
bacterium 305 305 94% 2e-99 47.19% 316 MBK8210760.1

malate dehydrogenase, putative [Eimeria maxima] Eimeria maxima 305 305 94% 2e-99 46.20% 317 XP_013336105.1

malate dehydrogenase [Proteobacteria bacterium] Proteobacteria
bacterium 305 305 96% 3e-99 45.02% 323 NBY89657.1

malate dehydrogenase [Alphaproteobacteria bacterium] Alphaproteobacteria
bacterium 305 305 94% 3e-99 47.85% 320 PCJ41639.1

malate dehydrogenase [Candidatus Fonsibacter lacus] Candidatus
Fonsibacter lacus 305 305 96% 3e-99 45.02% 325 NCU49057.1

malate dehydrogenase [Candidatus Fonsibacter lacus] Candidatus
Fonsibacter lacus 305 305 96% 3e-99 45.02% 328 NCU69999.1

malate dehydrogenase [Proteobacteria bacterium] Proteobacteria
bacterium 305 305 96% 3e-99 45.02% 329 NBQ46335.1

malate dehydrogenase, putative [Eimeria acervulina] Eimeria acervulina 305 305 94% 3e-99 46.20% 317 XP_013246728.1

TPA: malate dehydrogenase [Sphingomonadales
bacterium]

Sphingomonadales
bacterium 305 305 96% 3e-99 47.44% 320 HEC00426.1

malate dehydrogenase [Eilatimonas milleporae] Eilatimonas
milleporae 305 305 94% 4e-99 47.19% 320 WP_121938586.1

malate dehydrogenase [Candidatus Fonsibacter lacus] Candidatus
Fonsibacter lacus 305 305 96% 4e-99 45.02% 328 NCU46848.1
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https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=119398
https://www.ncbi.nlm.nih.gov/protein/CAD2095064.1?report=genbank&log$=prottop&blast_rank=23&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1323249
https://www.ncbi.nlm.nih.gov/protein/ETB56770.1?report=genbank&log$=prottop&blast_rank=24&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=57267
https://www.ncbi.nlm.nih.gov/protein/KOB87837.1?report=genbank&log$=prottop&blast_rank=25&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5858
https://www.ncbi.nlm.nih.gov/protein/SBT79735.1?report=genbank&log$=prottop&blast_rank=26&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5858
https://www.ncbi.nlm.nih.gov/protein/XP_028862636.1?report=genbank&log$=prottop&blast_rank=27&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5861
https://www.ncbi.nlm.nih.gov/protein/XP_022812395.1?report=genbank&log$=prottop&blast_rank=28&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=31271
https://www.ncbi.nlm.nih.gov/protein/XP_737386.2?report=genbank&log$=prottop&blast_rank=29&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2600580
https://www.ncbi.nlm.nih.gov/protein/VWU52414.1?report=genbank&log$=prottop&blast_rank=30&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5860
https://www.ncbi.nlm.nih.gov/protein/CAD2108495.1?report=genbank&log$=prottop&blast_rank=31&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=138297
https://www.ncbi.nlm.nih.gov/protein/CAD2095098.1?report=genbank&log$=prottop&blast_rank=32&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5826
https://www.ncbi.nlm.nih.gov/protein/SCN61096.1?report=genbank&log$=prottop&blast_rank=33&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=138298
https://www.ncbi.nlm.nih.gov/protein/EUD73291.1?report=genbank&log$=prottop&blast_rank=34&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=54757
https://www.ncbi.nlm.nih.gov/protein/XP_008624410.2?report=genbank&log$=prottop&blast_rank=35&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=54757
https://www.ncbi.nlm.nih.gov/protein/KEG02700.1?report=genbank&log$=prottop&blast_rank=36&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5823
https://www.ncbi.nlm.nih.gov/protein/XP_034422383.1?report=genbank&log$=prottop&blast_rank=37&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=73239
https://www.ncbi.nlm.nih.gov/protein/EAA22943.1?report=genbank&log$=prottop&blast_rank=38&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/4PLH_A?report=genbank&log$=prottop&blast_rank=39&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/4PLT_A?report=genbank&log$=prottop&blast_rank=40&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/4PLC_A?report=genbank&log$=prottop&blast_rank=41&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2562312
https://www.ncbi.nlm.nih.gov/protein/WP_137152966.1?report=genbank&log$=prottop&blast_rank=42&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2657486
https://www.ncbi.nlm.nih.gov/protein/WP_193334840.1?report=genbank&log$=prottop&blast_rank=43&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2026339
https://www.ncbi.nlm.nih.gov/protein/WP_112321891.1?report=genbank&log$=prottop&blast_rank=44&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2576439
https://www.ncbi.nlm.nih.gov/protein/NCU49226.1?report=genbank&log$=prottop&blast_rank=45&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1293439
https://www.ncbi.nlm.nih.gov/protein/WP_046140904.1?report=genbank&log$=prottop&blast_rank=46&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2026776
https://www.ncbi.nlm.nih.gov/protein/GDX35174.1?report=genbank&log$=prottop&blast_rank=47&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2576439
https://www.ncbi.nlm.nih.gov/protein/NCU53456.1?report=genbank&log$=prottop&blast_rank=48&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2576439
https://www.ncbi.nlm.nih.gov/protein/NCU63045.1?report=genbank&log$=prottop&blast_rank=49&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=288995
https://www.ncbi.nlm.nih.gov/protein/WP_046135361.1?report=genbank&log$=prottop&blast_rank=50&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2692916
https://www.ncbi.nlm.nih.gov/protein/WP_160851963.1?report=genbank&log$=prottop&blast_rank=51&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2026786
https://www.ncbi.nlm.nih.gov/protein/MBK8210760.1?report=genbank&log$=prottop&blast_rank=52&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5804
https://www.ncbi.nlm.nih.gov/protein/XP_013336105.1?report=genbank&log$=prottop&blast_rank=53&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1977087
https://www.ncbi.nlm.nih.gov/protein/NBY89657.1?report=genbank&log$=prottop&blast_rank=54&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1913988
https://www.ncbi.nlm.nih.gov/protein/PCJ41639.1?report=genbank&log$=prottop&blast_rank=55&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2576439
https://www.ncbi.nlm.nih.gov/protein/NCU49057.1?report=genbank&log$=prottop&blast_rank=56&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2576439
https://www.ncbi.nlm.nih.gov/protein/NCU69999.1?report=genbank&log$=prottop&blast_rank=57&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1977087
https://www.ncbi.nlm.nih.gov/protein/NBQ46335.1?report=genbank&log$=prottop&blast_rank=58&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5801
https://www.ncbi.nlm.nih.gov/protein/XP_013246728.1?report=genbank&log$=prottop&blast_rank=59&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1978525
https://www.ncbi.nlm.nih.gov/protein/HEC00426.1?report=genbank&log$=prottop&blast_rank=60&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=911205
https://www.ncbi.nlm.nih.gov/protein/WP_121938586.1?report=genbank&log$=prottop&blast_rank=61&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2576439
https://www.ncbi.nlm.nih.gov/protein/NCU46848.1?report=genbank&log$=prottop&blast_rank=62&RID=7PB8BBYK016
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malate dehydrogenase [Alphaproteobacteria bacterium] Alphaproteobacteria
bacterium 305 305 94% 4e-99 47.19% 320 MBI1328659.1

malate dehydrogenase [Alphaproteobacteria bacterium] Alphaproteobacteria
bacterium 305 305 94% 4e-99 47.19% 322 RCL75573.1

malate dehydrogenase [Candidatus Fonsibacter ubiquis] Candidatus
Fonsibacter ubiquis 305 305 96% 4e-99 45.02% 328 WP_099340841.1

malate dehydrogenase [Devosia sp. Root635] Devosia sp.
Root635 304 304 93% 5e-99 47.35% 320 WP_056229719.1

malate dehydrogenase [Pelagibacterales bacterium] Pelagibacterales
bacterium 305 305 96% 6e-99 45.02% 328 MBM5787331.1

TPA: malate dehydrogenase [Alphaproteobacteria
bacterium]

Alphaproteobacteria
bacterium 304 304 94% 6e-99 46.71% 323 HIB19697.1

malate dehydrogenase [Limibacillus halophilus] Limibacillus
halophilus 304 304 94% 6e-99 46.71% 321 WP_183417264.1

malate dehydrogenase [Alphaproteobacteria bacterium] Alphaproteobacteria
bacterium 304 304 99% 6e-99 44.86% 325 MQA65584.1

malate dehydrogenase [Alphaproteobacteria bacterium
MarineAlpha9_Bin7]

Alphaproteobacteria
bacterium
MarineAlpha9_Bin7

304 304 93% 7e-99 47.68% 323 PPR17482.1

malate dehydrogenase [Devosia naphthalenivorans] Devosia
naphthalenivorans 303 303 93% 1e-98 47.02% 320 WP_108459774.1

malate dehydrogenase [Proteobacteria bacterium] Proteobacteria
bacterium 304 304 96% 1e-98 45.02% 328 NBT38276.1

malate dehydrogenase [Oceanibaculum indicum] Oceanibaculum
indicum 303 303 94% 1e-98 45.54% 320 WP_008943063.1

malate dehydrogenase [Rhizobiales bacterium] Rhizobiales
bacterium 303 303 93% 1e-98 48.50% 320 RYE11063.1

malate dehydrogenase [Brevundimonas sp.] Brevundimonas sp. 303 303 96% 1e-98 45.83% 320 MAL87662.1

malate dehydrogenase [Rhodobacteraceae bacterium] Rhodobacteraceae
bacterium 303 303 94% 1e-98 47.19% 322 MAP00672.1

malate dehydrogenase [Alphaproteobacteria bacterium
MarineAlpha9_Bin5]

Alphaproteobacteria
bacterium
MarineAlpha9_Bin5

303 303 94% 1e-98 47.04% 323 PPR37875.1

malate dehydrogenase [Alphaproteobacteria bacterium
MarineAlpha9_Bin6]

Alphaproteobacteria
bacterium
MarineAlpha9_Bin6

303 303 94% 2e-98 46.71% 323 PPR36537.1

malate dehydrogenase [Devosia sp. Root436] Devosia sp.
Root436 302 302 93% 3e-98 47.02% 320 WP_056254967.1

malate dehydrogenase [Rhodobacterales bacterium
TMED271]

Rhodobacterales
bacterium
TMED271

302 302 94% 4e-98 46.86% 322 OUX44185.1

malate dehydrogenase [Rhodovibrio sodomensis] Rhodovibrio
sodomensis 302 302 93% 5e-98 45.70% 318 WP_200339844.1

uncharacterized protein LOC34621309 [Cyclospora
cayetanensis]

Cyclospora
cayetanensis 301 301 94% 6e-98 46.20% 317 XP_022589240.1

MULTISPECIES: malate dehydrogenase [unclassified
Bradyrhizobium]

unclassified
Bradyrhizobium 301 301 93% 7e-98 47.35% 322 WP_166213281.1

Crystal structure of ancestral apicomplexan lactate
dehydrogenase in alternate dimer configuration with
sulfate [Apicomplexa sp.]

Apicomplexa sp. 302 302 93% 7e-98 48.86% 330 6VDH_A

malate dehydrogenase [Alphaproteobacteria bacterium] Alphaproteobacteria
bacterium 301 301 94% 7e-98 46.20% 322 TAH36160.1

malate dehydrogenase [Oceanibaculum pacificum] Oceanibaculum
pacificum 301 301 94% 8e-98 45.21% 320 WP_067555953.1

malate dehydrogenase [Alphaproteobacteria bacterium] Alphaproteobacteria
bacterium 301 301 94% 1e-97 47.52% 320 MBA2590478.1

malate dehydrogenase [Kordiimonadaceae bacterium] Kordiimonadaceae
bacterium 301 301 93% 1e-97 46.36% 320 MBO6506542.1

malate dehydrogenase [Kordiimonadales bacterium] Kordiimonadales
bacterium 300 300 94% 2e-97 47.19% 321 PCI63361.1

malate dehydrogenase [Alphaproteobacteria bacterium
MarineAlpha2_Bin1]

Alphaproteobacteria
bacterium
MarineAlpha2_Bin1

300 300 93% 2e-97 46.36% 324 PPR79434.1

malate dehydrogenase [Bradyrhizobium sp. 2S1] Bradyrhizobium sp.
2S1 300 300 93% 2e-97 47.02% 322 WP_166300597.1

malate dehydrogenase [Proteobacteria bacterium] Proteobacteria
bacterium 300 300 94% 2e-97 47.52% 320 MBI3675661.1

malate dehydrogenase [Rhodospirillaceae bacterium] Rhodospirillaceae
bacterium 300 300 93% 2e-97 45.70% 324 MBT05681.1

malate dehydrogenase [Rhodospirillales bacterium] Rhodospirillales
bacterium 300 300 96% 2e-97 45.19% 316 MBK8174980.1

MULTISPECIES: malate dehydrogenase [unclassified
Bradyrhizobium]

unclassified
Bradyrhizobium 300 300 93% 3e-97 47.02% 322 WP_029081325.1

malate dehydrogenase [Rhodovibrio salinarum] Rhodovibrio
salinarum 300 300 93% 3e-97 45.70% 318 WP_027287413.1

malate dehydrogenase [Alphaproteobacteria bacterium] Alphaproteobacteria
bacterium 300 300 94% 3e-97 47.52% 320 MBN9587800.1
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https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ADV_VIEW=yes&ADV_VIEW=on&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=7PB8BY5N013&CDD_SEARCH_STATE=0&CONFIG_DESCR=2,3,6,7,8,9,10,11,12&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_NUM_ORG=1&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=7PB8BBYK016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&ADV_VIEW=on&DISPLAY_SORT=3&HSP_SORT=3
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1913988
https://www.ncbi.nlm.nih.gov/protein/MBI1328659.1?report=genbank&log$=prottop&blast_rank=63&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1913988
https://www.ncbi.nlm.nih.gov/protein/RCL75573.1?report=genbank&log$=prottop&blast_rank=64&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1925548
https://www.ncbi.nlm.nih.gov/protein/WP_099340841.1?report=genbank&log$=prottop&blast_rank=65&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1736575
https://www.ncbi.nlm.nih.gov/protein/WP_056229719.1?report=genbank&log$=prottop&blast_rank=66&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2026776
https://www.ncbi.nlm.nih.gov/protein/MBM5787331.1?report=genbank&log$=prottop&blast_rank=67&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1913988
https://www.ncbi.nlm.nih.gov/protein/HIB19697.1?report=genbank&log$=prottop&blast_rank=68&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1579333
https://www.ncbi.nlm.nih.gov/protein/WP_183417264.1?report=genbank&log$=prottop&blast_rank=69&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1913988
https://www.ncbi.nlm.nih.gov/protein/MQA65584.1?report=genbank&log$=prottop&blast_rank=70&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013102
https://www.ncbi.nlm.nih.gov/protein/PPR17482.1?report=genbank&log$=prottop&blast_rank=71&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2082392
https://www.ncbi.nlm.nih.gov/protein/WP_108459774.1?report=genbank&log$=prottop&blast_rank=72&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1977087
https://www.ncbi.nlm.nih.gov/protein/NBT38276.1?report=genbank&log$=prottop&blast_rank=73&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=526216
https://www.ncbi.nlm.nih.gov/protein/WP_008943063.1?report=genbank&log$=prottop&blast_rank=74&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1909294
https://www.ncbi.nlm.nih.gov/protein/RYE11063.1?report=genbank&log$=prottop&blast_rank=75&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1871086
https://www.ncbi.nlm.nih.gov/protein/MAL87662.1?report=genbank&log$=prottop&blast_rank=76&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1904441
https://www.ncbi.nlm.nih.gov/protein/MAP00672.1?report=genbank&log$=prottop&blast_rank=77&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013100
https://www.ncbi.nlm.nih.gov/protein/PPR37875.1?report=genbank&log$=prottop&blast_rank=78&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013101
https://www.ncbi.nlm.nih.gov/protein/PPR36537.1?report=genbank&log$=prottop&blast_rank=79&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1736537
https://www.ncbi.nlm.nih.gov/protein/WP_056254967.1?report=genbank&log$=prottop&blast_rank=80&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1986637
https://www.ncbi.nlm.nih.gov/protein/OUX44185.1?report=genbank&log$=prottop&blast_rank=81&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1088
https://www.ncbi.nlm.nih.gov/protein/WP_200339844.1?report=genbank&log$=prottop&blast_rank=82&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=88456
https://www.ncbi.nlm.nih.gov/protein/XP_022589240.1?report=genbank&log$=prottop&blast_rank=83&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2631580
https://www.ncbi.nlm.nih.gov/protein/WP_166213281.1?report=genbank&log$=prottop&blast_rank=84&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2041159
https://www.ncbi.nlm.nih.gov/protein/6VDH_A?report=genbank&log$=prottop&blast_rank=85&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1913988
https://www.ncbi.nlm.nih.gov/protein/TAH36160.1?report=genbank&log$=prottop&blast_rank=86&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=580166
https://www.ncbi.nlm.nih.gov/protein/WP_067555953.1?report=genbank&log$=prottop&blast_rank=87&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1913988
https://www.ncbi.nlm.nih.gov/protein/MBA2590478.1?report=genbank&log$=prottop&blast_rank=88&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2664180
https://www.ncbi.nlm.nih.gov/protein/MBO6506542.1?report=genbank&log$=prottop&blast_rank=89&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2030814
https://www.ncbi.nlm.nih.gov/protein/PCI63361.1?report=genbank&log$=prottop&blast_rank=90&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013066
https://www.ncbi.nlm.nih.gov/protein/PPR79434.1?report=genbank&log$=prottop&blast_rank=91&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1404429
https://www.ncbi.nlm.nih.gov/protein/WP_166300597.1?report=genbank&log$=prottop&blast_rank=92&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1977087
https://www.ncbi.nlm.nih.gov/protein/MBI3675661.1?report=genbank&log$=prottop&blast_rank=93&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1898112
https://www.ncbi.nlm.nih.gov/protein/MBT05681.1?report=genbank&log$=prottop&blast_rank=94&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2026786
https://www.ncbi.nlm.nih.gov/protein/MBK8174980.1?report=genbank&log$=prottop&blast_rank=95&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2631580
https://www.ncbi.nlm.nih.gov/protein/WP_029081325.1?report=genbank&log$=prottop&blast_rank=96&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1087
https://www.ncbi.nlm.nih.gov/protein/WP_027287413.1?report=genbank&log$=prottop&blast_rank=97&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1913988
https://www.ncbi.nlm.nih.gov/protein/MBN9587800.1?report=genbank&log$=prottop&blast_rank=98&RID=7PB8BBYK016
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Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7]
Sequence ID: 5NFR_A Length: 320 Number of Matches: 1
Range 1: 1 to 320

Score Expect Method Identities Positives Gaps Frame

Description
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malate dehydrogenase [Oceanibaculum nanhaiense] Oceanibaculum
nanhaiense 300 300 94% 3e-97 45.21% 320 MBC7134210.1

malate dehydrogenase [Oceanibaculum nanhaiense] Oceanibaculum
nanhaiense 300 300 94% 4e-97 45.21% 320 WP_086463724.1

https://www.ncbi.nlm.nih.gov/Structure/cdd/wrpsb.cgi?RID=7PB8BY5N013&mode=all
https://www.ncbi.nlm.nih.gov/protein/5NFR_A?report=genbank&log$=protalign&blast_rank=1&RID=7PB8BBYK016
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ADV_VIEW=yes&ADV_VIEW=on&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=7PB8BY5N013&CDD_SEARCH_STATE=0&CONFIG_DESCR=2,3,6,7,8,9,10,11,12&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_NUM_ORG=1&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=7PB8BBYK016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&ADV_VIEW=on&DISPLAY_SORT=1&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ADV_VIEW=yes&ADV_VIEW=on&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=7PB8BY5N013&CDD_SEARCH_STATE=0&CONFIG_DESCR=2,3,6,7,8,9,10,11,12&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_NUM_ORG=1&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=7PB8BBYK016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&ADV_VIEW=on&DISPLAY_SORT=2&HSP_SORT=1
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ADV_VIEW=yes&ADV_VIEW=on&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=7PB8BY5N013&CDD_SEARCH_STATE=0&CONFIG_DESCR=2,3,6,7,8,9,10,11,12&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_NUM_ORG=1&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=7PB8BBYK016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&ADV_VIEW=on&DISPLAY_SORT=4&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ADV_VIEW=yes&ADV_VIEW=on&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=7PB8BY5N013&CDD_SEARCH_STATE=0&CONFIG_DESCR=2,3,6,7,8,9,10,11,12&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_NUM_ORG=1&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=7PB8BBYK016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&ADV_VIEW=on&DISPLAY_SORT=0&HSP_SORT=0
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ADV_VIEW=yes&ADV_VIEW=on&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&CDD_RID=7PB8BY5N013&CDD_SEARCH_STATE=0&CONFIG_DESCR=2,3,6,7,8,9,10,11,12&DATABASE_SORT=0&DESCRIPTIONS=100&DYNAMIC_FORMAT=on&FIRST_QUERY_NUM=0&FORMAT_NUM_ORG=1&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&LINE_LENGTH=60&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&PAGE=Proteins&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=7PB8BBYK016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=6&ADV_VIEW=on&DISPLAY_SORT=3&HSP_SORT=3
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1909734
https://www.ncbi.nlm.nih.gov/protein/MBC7134210.1?report=genbank&log$=prottop&blast_rank=99&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1909734
https://www.ncbi.nlm.nih.gov/protein/WP_086463724.1?report=genbank&log$=prottop&blast_rank=100&RID=7PB8BBYK016
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655 bits(1690) 0.0() Compositional matrix adjust. 320/320(100%) 320/320(100%) 0/320(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG 
Sbjct  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP 
Sbjct  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP 
Sbjct  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI 
Sbjct  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS 
Sbjct  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
 
Query  301  VQSNTQKAFDLIKGHHHHHH  320 
            VQSNTQKAFDLIKGHHHHHH 
Sbjct  301  VQSNTQKAFDLIKGHHHHHH  320 
 
 

Crystal structure of malate dehydrogenase from Plasmodium Falciparum in complex with 4-(3,4-difluorophenyl)thiazol-2-amine
[Plasmodium falciparum]
Sequence ID: 6R8G_A Length: 324 Number of Matches: 1
Range 1: 1 to 324

Score Expect Method Identities Positives Gaps Frame

648 bits(1672) 0.0() Compositional matrix adjust. 319/324(98%) 319/324(98%) 4/324(1%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG 
Sbjct  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP 
Sbjct  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP 
Sbjct  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI 
Sbjct  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS 
Sbjct  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
 
Query  301  VQSNTQKAFDLIKG----HHHHHH  320 
            VQSNTQKAFDLIK     HHHHHH 
Sbjct  301  VQSNTQKAFDLIKAAALEHHHHHH  324 
 
 

malate dehydrogenase [Plasmodium falciparum 3D7]
Sequence ID: XP_966170.1 Length: 313 Number of Matches: 1
Range 1: 1 to 313

Score Expect Method Identities Positives Gaps Frame

638 bits(1646) 0.0() Compositional matrix adjust. 313/313(100%) 313/313(100%) 0/313(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG 
Sbjct  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP 
Sbjct  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP 
Sbjct  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI 
Sbjct  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS 
Sbjct  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
 
Query  301  VQSNTQKAFDLIK  313 
            VQSNTQKAFDLIK 
Sbjct  301  VQSNTQKAFDLIK  313 
 
 

malate dehydrogenase [Plasmodium reichenowi]
Sequence ID: XP_012761998.1 Length: 313 Number of Matches: 1
Range 1: 1 to 313

Score Expect Method Identities Positives Gaps Frame

630 bits(1625) 0.0() Compositional matrix adjust. 307/313(98%) 312/313(99%) 0/313(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKIALIGSGQIGAIVGELCL+ENLGDL+LYDVVPGIPQGKALDLKHFSTILGVNRNI+G 
Sbjct  1    MTKIALIGSGQIGAIVGELCLMENLGDLVLYDVVPGIPQGKALDLKHFSTILGVNRNIIG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP 

https://www.ncbi.nlm.nih.gov/protein/6R8G_A?report=genbank&log$=protalign&blast_rank=2&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_966170.1?report=genbank&log$=protalign&blast_rank=3&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_012761998.1?report=genbank&log$=protalign&blast_rank=4&RID=7PB8BBYK016
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Sbjct  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP 
Sbjct  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI 
Sbjct  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGA+PVEFPLTKEEQDLY ESIA+ 
Sbjct  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAYPVEFPLTKEEQDLYMESIAN  300 
 
Query  301  VQSNTQKAFDLIK  313 
            VQSNTQKAFDLIK 
Sbjct  301  VQSNTQKAFDLIK  313 
 
 

malate dehydrogenase [Plasmodium sp. DRC-Itaito]
Sequence ID: CAC9696262.1 Length: 313 Number of Matches: 1
Range 1: 1 to 313

Score Expect Method Identities Positives Gaps Frame

623 bits(1607) 0.0() Compositional matrix adjust. 303/313(97%) 311/313(99%) 0/313(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKIALIGSGQIGAIVGELCL+EN GDL+LYDVVPGIPQGKALDLKHFSTILGVNRNILG 
Sbjct  1    MTKIALIGSGQIGAIVGELCLMENFGDLVLYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKL+CSKAFVICVSNP 
Sbjct  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLYCSKAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP 
Sbjct  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            LQRYTSVNGVPLSEFVKKN+ISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI 
Sbjct  181  LQRYTSVNGVPLSEFVKKNIISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYLYN+NNLFTCAVYLNG+Y CSNLFVGSTAKI+NKGAHPVEFPLTKEEQDLYTESIAS 
Sbjct  241  KSYLYNQNNLFTCAVYLNGYYKCSNLFVGSTAKIDNKGAHPVEFPLTKEEQDLYTESIAS  300 
 
Query  301  VQSNTQKAFDLIK  313 
            V+SNTQKAFDLIK 
Sbjct  301  VKSNTQKAFDLIK  313 
 
 

hypothetical protein PFMALIP_01469 [Plasmodium falciparum MaliPS096_E11]
Sequence ID: ETW50453.1 Length: 309 Number of Matches: 1
Range 1: 3 to 309

Score Expect Method Identities Positives Gaps Frame

622 bits(1605) 0.0() Compositional matrix adjust. 306/307(99%) 306/307(99%) 0/307(0%)

Query  7    IGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILGTNQIED  66 
            I SGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILGTNQIED 
Sbjct  3    ICSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILGTNQIED  62 
 
Query  67   IKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNPLDIMVN  126 
            IKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNPLDIMVN 
Sbjct  63   IKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNPLDIMVN  122 
 
Query  127  VFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVPLQRYTS  186 
            VFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVPLQRYTS 
Sbjct  123  VFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVPLQRYTS  182 
 
Query  187  VNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMIKSYLYN  246 
            VNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMIKSYLYN 
Sbjct  183  VNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMIKSYLYN  242 
 
Query  247  ENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIASVQSNTQ  306 
            ENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIASVQSNTQ 
Sbjct  243  ENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIASVQSNTQ  302 
 
Query  307  KAFDLIK  313 
            KAFDLIK 
Sbjct  303  KAFDLIK  309 
 
 

malate dehydrogenase [Plasmodium sp. gorilla clade G3]
Sequence ID: SOV74725.1 Length: 313 Number of Matches: 1
Range 1: 1 to 313

Score Expect Method Identities Positives Gaps Frame

615 bits(1587) 0.0() Compositional matrix adjust. 301/313(96%) 309/313(98%) 0/313(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKIALIGSGQIGAIVGELCL+EN GDL+LYDVVPGIPQGKALDLKHFSTILGVN+NILG 
Sbjct  1    MTKIALIGSGQIGAIVGELCLMENFGDLVLYDVVPGIPQGKALDLKHFSTILGVNKNILG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TNQIEDIKDADIIVITAGVQRKEGMTREDLI VNGKIMKSVAESVKLHCSKAFVICVSNP 
Sbjct  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIEVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHKFSNLPHEKICGMAGILDTSRY SLIADKLKVSAEDVNAVILGGHGDLMVP 
Sbjct  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYRSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            LQRYTSVNGVPLSEFVKKNMISQNEIQEII KTRNMG+EIIKLAKASAAFAPAAAITKMI 
Sbjct  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIHKTRNMGSEIIKLAKASAAFAPAAAITKMI  240 
 

https://www.ncbi.nlm.nih.gov/protein/CAC9696262.1?report=genbank&log$=protalign&blast_rank=5&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ETW50453.1?report=genbank&log$=protalign&blast_rank=6&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV74725.1?report=genbank&log$=protalign&blast_rank=7&RID=7PB8BBYK016


4/17/2021 NCBI Blast:pdb|5NFR|P

https://blast.ncbi.nlm.nih.gov/Blast.cgi# 7/19

Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYLYN+NNLFTCAVYLNGHYNCSNLFVGSTAKI+NKGAHPVEFPLTKEEQDLYTESIAS 
Sbjct  241  KSYLYNQNNLFTCAVYLNGHYNCSNLFVGSTAKIDNKGAHPVEFPLTKEEQDLYTESIAS  300 
 
Query  301  VQSNTQKAFDLIK  313 
            V+SNTQKAF+LIK 
Sbjct  301  VKSNTQKAFNLIK  313 
 
 

malate dehydrogenase [Plasmodium sp. DRC-Itaito]
Sequence ID: SOV21691.1 Length: 313 Number of Matches: 1
Range 1: 1 to 312

Score Expect Method Identities Positives Gaps Frame

580 bits(1494) 0.0() Compositional matrix adjust. 294/312(94%) 306/312(98%) 0/312(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKIALIGSGQIG IVGELCL+EN GDL+LYDVV GIPQGKALDLKHFSTILGVNRNI+G 
Sbjct  1    MTKIALIGSGQIGTIVGELCLMENFGDLVLYDVVGGIPQGKALDLKHFSTILGVNRNIVG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TNQIEDIKD+DIIVITAGVQRKEGMTREDLIGVNGKIMK VAESVKLHCSKAFVICVSNP 
Sbjct  61   TNQIEDIKDSDIIVITAGVQRKEGMTREDLIGVNGKIMKDVAESVKLHCSKAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHKFSNLPHEKICGMAGILDTSRY +LIA+KLKVSAEDVNAVILGGHGDLMVP 
Sbjct  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYRTLIAEKLKVSAEDVNAVILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQ+TRNMG+EIIKLAKASAAFAPAAAITKMI 
Sbjct  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQRTRNMGSEIIKLAKASAAFAPAAAITKMI  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYLYN++NLFTCAVYLNGHYNCSNLFVGSTAKI+NKG HPVEFPLTKEEQDLYTESIAS 
Sbjct  241  KSYLYNQSNLFTCAVYLNGHYNCSNLFVGSTAKIDNKGVHPVEFPLTKEEQDLYTESIAS  300 
 
Query  301  VQSNTQKAFDLI  312 
            V+SNTQKAFDLI 
Sbjct  301  VKSNTQKAFDLI  312 
 
 

malate dehydrogenase [Plasmodium gaboni]
Sequence ID: XP_018642816.1 Length: 313 Number of Matches: 1
Range 1: 1 to 312

Score Expect Method Identities Positives Gaps Frame

580 bits(1494) 0.0() Compositional matrix adjust. 294/312(94%) 306/312(98%) 0/312(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKIALIGSGQIG IVGELCL+EN GDL+LYDVV GIPQGKALDLKHFSTILGVNRNI+G 
Sbjct  1    MTKIALIGSGQIGTIVGELCLMENFGDLVLYDVVGGIPQGKALDLKHFSTILGVNRNIVG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TNQIEDIKD+DIIVITAGVQRKEGMTREDLIGVNGKIMK VAESVKLHCSKAFVICVSNP 
Sbjct  61   TNQIEDIKDSDIIVITAGVQRKEGMTREDLIGVNGKIMKGVAESVKLHCSKAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHKFSNLPHEKICGMAGILDTSRY +LIA+KLKVSAEDVNAVILGGHGDLMVP 
Sbjct  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYRTLIAEKLKVSAEDVNAVILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQ+TRNMG+EIIKLAKASAAFAPAAAITKMI 
Sbjct  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQRTRNMGSEIIKLAKASAAFAPAAAITKMI  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYLYN++NLFTCAVYLNGHYNCSNLFVGSTAKI+NKG HPVEFPLTKEEQDLYTESIAS 
Sbjct  241  KSYLYNQSNLFTCAVYLNGHYNCSNLFVGSTAKIDNKGVHPVEFPLTKEEQDLYTESIAS  300 
 
Query  301  VQSNTQKAFDLI  312 
            V+SNTQKAFDLI 
Sbjct  301  VKSNTQKAFDLI  312 
 
 

malate dehydrogenase [Plasmodium sp. gorilla clade G2]
Sequence ID: XP_028537330.1 Length: 313 Number of Matches: 1
Range 1: 1 to 313

Score Expect Method Identities Positives Gaps Frame

579 bits(1493) 0.0() Compositional matrix adjust. 292/313(93%) 307/313(98%) 0/313(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKIALIGSGQIG IVGELCL+EN GDL+LYDVVPGIPQGKALDLKHFSTILGVNRNI+G 
Sbjct  1    MTKIALIGSGQIGTIVGELCLMENFGDLVLYDVVPGIPQGKALDLKHFSTILGVNRNIVG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TNQIEDIKD+DIIVITAGVQRKEGMTREDLIGVNGKIMK VAESVKLHCSKAFVICVSNP 
Sbjct  61   TNQIEDIKDSDIIVITAGVQRKEGMTREDLIGVNGKIMKGVAESVKLHCSKAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHKFSNLPHEKICGMAGILDTSRY +LIA+KLKVSAEDVNAVILGGHGDLMVP 
Sbjct  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYRTLIAEKLKVSAEDVNAVILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            LQRYTS+NGVPLSEFVKKNMISQN+IQEIIQ+TRNMG+EIIKLAKASAAFAPAAAITKMI 
Sbjct  181  LQRYTSINGVPLSEFVKKNMISQNDIQEIIQRTRNMGSEIIKLAKASAAFAPAAAITKMI  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYLYN++NLFTCAVYLNGHY CSNLFVGSTAKI+NKG HPVEFPLTKEEQDLYTESIAS 
Sbjct  241  KSYLYNQSNLFTCAVYLNGHYKCSNLFVGSTAKIDNKGVHPVEFPLTKEEQDLYTESIAS  300 
 
Query  301  VQSNTQKAFDLIK  313 
            V+SNT+KAFDLIK 
Sbjct  301  VKSNTEKAFDLIK  313 
 
 

https://www.ncbi.nlm.nih.gov/protein/SOV21691.1?report=genbank&log$=protalign&blast_rank=8&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_018642816.1?report=genbank&log$=protalign&blast_rank=9&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028537330.1?report=genbank&log$=protalign&blast_rank=10&RID=7PB8BBYK016


4/17/2021 NCBI Blast:pdb|5NFR|P

https://blast.ncbi.nlm.nih.gov/Blast.cgi# 8/19

malate dehydrogenase, putative [Plasmodium relictum]
Sequence ID: XP_028533952.1 Length: 313 Number of Matches: 1
Range 1: 1 to 313

Score Expect Method Identities Positives Gaps Frame

503 bits(1296) 1e-177() Compositional matrix adjust. 249/313(80%) 290/313(92%) 0/313(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKI+LIGSGQIGA+VGELCL+ENLGD++LYDVV GIPQGK LDLKHFSTILGVNRNILG 
Sbjct  1    MTKISLIGSGQIGALVGELCLIENLGDIVLYDVVQGIPQGKCLDLKHFSTILGVNRNILG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            +N IEDIKD+D+IVITAG+QRKEGMTREDLIG+NGKIMK+VAESVKL+   AFVICVSNP 
Sbjct  61   SNNIEDIKDSDVIVITAGMQRKEGMTREDLIGINGKIMKNVAESVKLYSPNAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVF K+SN+PHEK+CGMAGILDTSR+ +L+A+KL VS E+VNAVILGGHGDLMVP 
Sbjct  121  LDIMVNVFSKYSNIPHEKVCGMAGILDTSRFRTLLAEKLNVSPENVNAVILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            ++RY SV+G+PLS+FV KN+ISQ EI EI++KTR+ GAEIIKLAKASA FAPAAAITKMI 
Sbjct  181  VERYCSVSGIPLSDFVNKNIISQKEINEIVEKTRDGGAEIIKLAKASACFAPAAAITKMI  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KS+L+N+N LFTCAVYLNG YNC++L+VGSTA IN+KGA PVEFPLTK+EQ+LY +SIA  
Sbjct  241  KSFLFNQNQLFTCAVYLNGIYNCNDLYVGSTATINSKGAFPVEFPLTKQEQELYDKSIAH  300 
 
Query  301  VQSNTQKAFDLIK  313 
            V+ NTQKAFD+IK 
Sbjct  301  VKENTQKAFDMIK  313 
 
 

Malate dehydrogenase [Plasmodium coatneyi]
Sequence ID: XP_019915696.1 Length: 313 Number of Matches: 1
Range 1: 1 to 312

Score Expect Method Identities Positives Gaps Frame

503 bits(1295) 2e-177() Compositional matrix adjust. 240/312(77%) 281/312(90%) 0/312(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            M KI++IGSGQIGAIVG+L LLEN+GD++LYDV+ G+PQGK+LDLKHFSTI+GVN+ I+G 
Sbjct  1    MPKISMIGSGQIGAIVGQLILLENIGDIVLYDVMQGVPQGKSLDLKHFSTIVGVNKKIVG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TN +EDIK +D+IVITAGVQRKEGMTREDLIG+NGKIMKSVAESVKL+C  AFVICVSNP 
Sbjct  61   TNNVEDIKGSDVIVITAGVQRKEGMTREDLIGINGKIMKSVAESVKLYCPNAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHK+S LPHEKICGMAGILDTSR+ SL+ DKL V+ E+VN V+LGGHGDLMVP 
Sbjct  121  LDIMVNVFHKYSGLPHEKICGMAGILDTSRFRSLLGDKLNVAPENVNLVLLGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            L+RY SV+G+PLS+FVKKN+IS  EI  II++TR+MGAEIIKL+K+SA F+PAAAI KMI 
Sbjct  181  LKRYCSVSGIPLSDFVKKNLISDEEINAIIKQTRDMGAEIIKLSKSSATFSPAAAIVKMI  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYLYNE+ L+TCAVYLNG YNCSNL+VGSTA IN+ GA PVEF LTKEEQ+LY +SIA  
Sbjct  241  KSYLYNESQLYTCAVYLNGLYNCSNLYVGSTAIINSSGAKPVEFVLTKEEQELYDKSIAF  300 
 
Query  301  VQSNTQKAFDLI  312 
            VQ +TQKAF LI 
Sbjct  301  VQEHTQKAFALI  312 
 
 

malate dehydrogenase, putative (MDH) [Plasmodium ovale wallikeri]
Sequence ID: SBT38197.1 Length: 313 Number of Matches: 1
Range 1: 1 to 312

Score Expect Method Identities Positives Gaps Frame

501 bits(1289) 1e-176() Compositional matrix adjust. 249/312(80%) 290/312(92%) 0/312(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKI+LIGSGQIGAIVGELCL+ENLGD++LYDVV GIPQGK+LDLKHFS ILGVNR I+G 
Sbjct  1    MTKISLIGSGQIGAIVGELCLVENLGDIVLYDVVQGIPQGKSLDLKHFSAILGVNRKIIG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TN +EDIKD+DIIVITAG+QRKEGMTREDLIG+NGKIMKSVAESVKL+   AFVICVSNP 
Sbjct  61   TNNVEDIKDSDIIVITAGIQRKEGMTREDLIGINGKIMKSVAESVKLYSPNAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHK+SNLP+EKICGMAG+LDT+R+ +L+A+KL VS E+VNA+ILGGHGDLMVP 
Sbjct  121  LDIMVNVFHKYSNLPYEKICGMAGVLDTARFRTLLANKLNVSPENVNAIILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            L+RYTS++G+PLSEFVKKN+I++ EI EI++KTR+MGAEIIKLAKASAAFAPAAAI KM+ 
Sbjct  181  LERYTSISGIPLSEFVKKNVINKTEINEILEKTRDMGAEIIKLAKASAAFAPAAAIIKMM  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYL+N++ LFTCAVYLNG YNC +L+VGSTA IN+KG HPVEFPLTKEEQDLY +SIA  
Sbjct  241  KSYLHNQSQLFTCAVYLNGEYNCKDLYVGSTAVINSKGVHPVEFPLTKEEQDLYDKSIAH  300 
 
Query  301  VQSNTQKAFDLI  312 
            V+ NTQKAF+ I 
Sbjct  301  VKENTQKAFNQI  312 
 
 

malate dehydrogenase, putative (MDH) [Plasmodium ovale curtisi]
Sequence ID: SBS85361.1 Length: 313 Number of Matches: 1
Range 1: 1 to 312

Score Expect Method Identities Positives Gaps Frame

499 bits(1284) 8e-176() Compositional matrix adjust. 249/312(80%) 288/312(92%) 0/312(0%)

https://www.ncbi.nlm.nih.gov/protein/XP_028533952.1?report=genbank&log$=protalign&blast_rank=11&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_019915696.1?report=genbank&log$=protalign&blast_rank=12&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT38197.1?report=genbank&log$=protalign&blast_rank=13&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBS85361.1?report=genbank&log$=protalign&blast_rank=14&RID=7PB8BBYK016


4/17/2021 NCBI Blast:pdb|5NFR|P

https://blast.ncbi.nlm.nih.gov/Blast.cgi# 9/19

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            MTKI+LIGSGQIGAIVGELCL+ENLGD++LYDVV G+PQGK+LDLKHFS ILGVNR I+G 
Sbjct  1    MTKISLIGSGQIGAIVGELCLVENLGDIVLYDVVQGVPQGKSLDLKHFSAILGVNRKIIG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TN +EDIKD+DIIVITAG+QRKEGMTREDLIG+NGKIMKSVAESVKL+   AFVICVSNP 
Sbjct  61   TNNVEDIKDSDIIVITAGIQRKEGMTREDLIGINGKIMKSVAESVKLYSPNAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHK+SNLP+EKICGMAG+LDT+R+ +L+A KL VS E+VNA+ILGGHGDLMVP 
Sbjct  121  LDIMVNVFHKYSNLPYEKICGMAGVLDTARFRTLLAVKLNVSPENVNAIILGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            L+RYTS++G+PLSEFVKKN+I++ EI EI++KTR+MGAEIIKLAKASAAFAPAAAI KM+ 
Sbjct  181  LERYTSISGIPLSEFVKKNVINKTEINEILEKTRDMGAEIIKLAKASAAFAPAAAIIKMM  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYL+N+N LFTCAVYL G YNC +L+VGSTA IN KGAHPVEFPLTKEEQDLY +SIA  
Sbjct  241  KSYLHNQNQLFTCAVYLKGEYNCKDLYVGSTAVINAKGAHPVEFPLTKEEQDLYDKSIAH  300 
 
Query  301  VQSNTQKAFDLI  312 
            V+ NTQKAF+ I 
Sbjct  301  VKENTQKAFNQI  312 
 
 

malate dehydrogenase, NAD-dependent [Plasmodium fragile]
Sequence ID: XP_012335265.1 Length: 313 Number of Matches: 1
Range 1: 1 to 312

Score Expect Method Identities Positives Gaps Frame

497 bits(1279) 5e-175() Compositional matrix adjust. 235/312(75%) 280/312(89%) 0/312(0%)

Query  1    MTKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILG  60 
            M KI+++GSGQIGAIVG+L L+EN+GD++LYDV+ G+PQGK+LDLKHFSTI+GVN+ ILG 
Sbjct  1    MVKISMVGSGQIGAIVGQLILMENIGDIVLYDVMQGVPQGKSLDLKHFSTIVGVNKKILG  60 
 
Query  61   TNQIEDIKDADIIVITAGVQRKEGMTREDLIGVNGKIMKSVAESVKLHCSKAFVICVSNP  120 
            TN +EDIKD+D+IVITAGVQRKEGMTREDLIG+NGKIMKSVAESVKL+   AFVICVSNP 
Sbjct  61   TNNVEDIKDSDVIVITAGVQRKEGMTREDLIGINGKIMKSVAESVKLYSPNAFVICVSNP  120 
 
Query  121  LDIMVNVFHKFSNLPHEKICGMAGILDTSRYCSLIADKLKVSAEDVNAVILGGHGDLMVP  180 
            LDIMVNVFHK+S LPHEKICGMAGILDTSR+ SL+ +KL V+ E+VN V+LGGHGDLMVP 
Sbjct  121  LDIMVNVFHKYSGLPHEKICGMAGILDTSRFRSLLGEKLNVAPENVNLVLLGGHGDLMVP  180 
 
Query  181  LQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAKASAAFAPAAAITKMI  240 
            L+RY SV+G+PLSEFVKK +IS  +I +II++TR+MGA+IIKL+K+SA F+PAAAI KMI 
Sbjct  181  LERYCSVSGIPLSEFVKKKLISNQDINDIIKETRDMGAQIIKLSKSSATFSPAAAIVKMI  240 
 
Query  241  KSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGAHPVEFPLTKEEQDLYTESIAS  300 
            KSYLYNE+ L+TCAVYLNG YNCSNL+VGSTA IN+ GA PVEF LTKEEQ+LY +SIA  
Sbjct  241  KSYLYNESQLYTCAVYLNGLYNCSNLYVGSTAIINSSGAKPVEFVLTKEEQELYDKSIAF  300 
 
Query  301  VQSNTQKAFDLI  312 
            V  +TQKAF LI 
Sbjct  301  VHEHTQKAFALI  312 
 
 

 

Taxonomy

Reports
Lineage

Organism Blast Name Score Number of Hits Description

cellular organisms 254

.Alveolata eukaryotes 162

..Apicomplexa apicomplexans 32

...Plasmodiidae apicomplexans 118

....Plasmodium apicomplexans 117

.....Plasmodium (Laverania) apicomplexans 52

......Plasmodium falciparum apicomplexans 9

.......Plasmodium falciparum 3D7 apicomplexans 655 17 Plasmodium falciparum 3D7 hits

.......Plasmodium falciparum Vietnam Oak-Knoll (FVO) apicomplexans 638 1 Plasmodium falciparum Vietnam Oak-Knoll (FVO) hits

.......Plasmodium falciparum FCH/4 apicomplexans 638 1 Plasmodium falciparum FCH/4 hits

.......Plasmodium falciparum Tanzania (2000708) apicomplexans 638 1 Plasmodium falciparum Tanzania (2000708) hits

.......Plasmodium falciparum NF135/5.C10 apicomplexans 638 1 Plasmodium falciparum NF135/5.C10 hits

.......Plasmodium falciparum Palo Alto/Uganda apicomplexans 638 1 Plasmodium falciparum Palo Alto/Uganda hits

.......Plasmodium falciparum CAMP/Malaysia apicomplexans 638 1 Plasmodium falciparum CAMP/Malaysia hits

.......Plasmodium falciparum 7G8 apicomplexans 638 1 Plasmodium falciparum 7G8 hits

.......Plasmodium falciparum Santa Lucia apicomplexans 638 1 Plasmodium falciparum Santa Lucia hits

.......Plasmodium falciparum UGT5.1 apicomplexans 638 1 Plasmodium falciparum UGT5.1 hits

.......Plasmodium falciparum NF54 apicomplexans 638 1 Plasmodium falciparum NF54 hits

.......Plasmodium falciparum HB3 apicomplexans 638 1 Plasmodium falciparum HB3 hits

.......Plasmodium falciparum MaliPS096_E11 apicomplexans 622 1 Plasmodium falciparum MaliPS096_E11 hits

.......Plasmodium falciparum Dd2 apicomplexans 471 1 Plasmodium falciparum Dd2 hits

......Plasmodium falciparum apicomplexans 648 9 Plasmodium falciparum hits

......Plasmodium sp. gorilla clade G1 apicomplexans 638 1 Plasmodium sp. gorilla clade G1 hits
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......Plasmodium reichenowi apicomplexans 630 4 Plasmodium reichenowi hits

......Plasmodium sp. DRC-Itaito apicomplexans 623 2 Plasmodium sp. DRC-Itaito hits

......Plasmodium sp. gorilla clade G3 apicomplexans 615 1 Plasmodium sp. gorilla clade G3 hits

......Plasmodium gaboni apicomplexans 580 3 Plasmodium gaboni hits

......Plasmodium sp. gorilla clade G2 apicomplexans 579 2 Plasmodium sp. gorilla clade G2 hits

.....Plasmodium relictum apicomplexans 503 2 Plasmodium relictum hits

.....Plasmodium coatneyi apicomplexans 503 2 Plasmodium coatneyi hits

.....Plasmodium ovale wallikeri apicomplexans 501 2 Plasmodium ovale wallikeri hits

.....Plasmodium ovale apicomplexans 501 2 Plasmodium ovale hits

.....Plasmodium ovale curtisi apicomplexans 499 2 Plasmodium ovale curtisi hits

.....Plasmodium fragile apicomplexans 497 2 Plasmodium fragile hits

.....Plasmodium gonderi apicomplexans 496 2 Plasmodium gonderi hits

.....Plasmodium inui San Antonio 1 apicomplexans 494 2 Plasmodium inui San Antonio 1 hits

.....Plasmodium vivax apicomplexans 493 5 Plasmodium vivax hits

.....Plasmodium vivax North Korean apicomplexans 493 1 Plasmodium vivax North Korean hits

.....Plasmodium vivax India VII apicomplexans 493 1 Plasmodium vivax India VII hits

.....Plasmodium vivax Brazil I apicomplexans 493 1 Plasmodium vivax Brazil I hits

.....Plasmodium vivax Mauritania I apicomplexans 493 1 Plasmodium vivax Mauritania I hits

.....Plasmodium gallinaceum apicomplexans 493 3 Plasmodium gallinaceum hits

.....Plasmodium knowlesi strain H apicomplexans 489 5 Plasmodium knowlesi strain H hits

.....Plasmodium knowlesi apicomplexans 489 1 Plasmodium knowlesi hits

.....Plasmodium cynomolgi strain B apicomplexans 486 2 Plasmodium cynomolgi strain B hits

.....Plasmodium vinckei brucechwatti apicomplexans 479 1 Plasmodium vinckei brucechwatti hits

.....Plasmodium yoelii 17X apicomplexans 475 1 Plasmodium yoelii 17X hits

.....Plasmodium malariae apicomplexans 475 4 Plasmodium malariae hits

.....Plasmodium yoelii apicomplexans 474 3 Plasmodium yoelii hits

.....Plasmodium chabaudi chabaudi apicomplexans 473 4 Plasmodium chabaudi chabaudi hits

.....Plasmodium chabaudi adami apicomplexans 473 2 Plasmodium chabaudi adami hits

.....Plasmodium vinckei apicomplexans 471 1 Plasmodium vinckei hits

.....Plasmodium vinckei lentum apicomplexans 452 1 Plasmodium vinckei lentum hits

.....Plasmodium vinckei petteri apicomplexans 449 2 Plasmodium vinckei petteri hits

.....Plasmodium vinckei vinckei apicomplexans 447 3 Plasmodium vinckei vinckei hits

.....Plasmodium berghei ANKA apicomplexans 444 1 Plasmodium berghei ANKA hits

.....Plasmodium berghei apicomplexans 444 5 Plasmodium berghei hits

.....Plasmodium yoelii yoelii apicomplexans 420 1 Plasmodium yoelii yoelii hits

....Hepatocystis sp. ex Piliocolobus tephrosceles apicomplexans 472 1 Hepatocystis sp. ex Piliocolobus tephrosceles hits

...Eimeria maxima apicomplexans 305 2 Eimeria maxima hits

...Eimeria acervulina apicomplexans 305 2 Eimeria acervulina hits

...Cyclospora cayetanensis apicomplexans 301 2 Cyclospora cayetanensis hits

...Apicomplexa sp. apicomplexans 302 6 Apicomplexa sp. hits

..Apicomplexa apicomplexans 322 32 Apicomplexa hits

.Devosia sp. FKR38 a-proteobacteria 310 1 Devosia sp. FKR38 hits

.Devosia sp. S02 a-proteobacteria 309 1 Devosia sp. S02 hits

.Oceanibium sediminis a-proteobacteria 309 1 Oceanibium sediminis hits

.Candidatus Fonsibacter lacus a-proteobacteria 308 9 Candidatus Fonsibacter lacus hits

.Devosia epidermidihirudinis a-proteobacteria 307 2 Devosia epidermidihirudinis hits

.Pelagibacterales bacterium a-proteobacteria 307 3 Pelagibacterales bacterium hits

.Devosia limi a-proteobacteria 306 1 Devosia limi hits

.Devosia limi DSM 17137 a-proteobacteria 306 3 Devosia limi DSM 17137 hits

.Oceanomicrobium pacificus a-proteobacteria 306 2 Oceanomicrobium pacificus hits

.Rhodospirillales bacterium a-proteobacteria 305 2 Rhodospirillales bacterium hits

.Proteobacteria bacterium proteobacteria 305 8 Proteobacteria bacterium hits

.Alphaproteobacteria bacterium a-proteobacteria 305 12 Alphaproteobacteria bacterium hits

.Sphingomonadales bacterium a-proteobacteria 305 1 Sphingomonadales bacterium hits

.Eilatimonas milleporae a-proteobacteria 305 2 Eilatimonas milleporae hits

.Candidatus Fonsibacter ubiquis a-proteobacteria 305 4 Candidatus Fonsibacter ubiquis hits

.Devosia sp. Root635 a-proteobacteria 304 2 Devosia sp. Root635 hits

.Limibacillus halophilus a-proteobacteria 304 2 Limibacillus halophilus hits

.Alphaproteobacteria bacterium MarineAlpha9_Bin7 a-proteobacteria 304 1 Alphaproteobacteria bacterium MarineAlpha9_Bin7 hits

.Devosia naphthalenivorans a-proteobacteria 303 1 Devosia naphthalenivorans hits

.Oceanibaculum indicum a-proteobacteria 303 2 Oceanibaculum indicum hits
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Organism

.Oceanibaculum indicum P24 a-proteobacteria 303 1 Oceanibaculum indicum P24 hits

.Rhizobiales bacterium a-proteobacteria 303 1 Rhizobiales bacterium hits

.Brevundimonas sp. a-proteobacteria 303 3 Brevundimonas sp. hits

.Rhodobacteraceae bacterium a-proteobacteria 303 1 Rhodobacteraceae bacterium hits

.Alphaproteobacteria bacterium MarineAlpha9_Bin5 a-proteobacteria 303 1 Alphaproteobacteria bacterium MarineAlpha9_Bin5 hits

.Alphaproteobacteria bacterium MarineAlpha9_Bin6 a-proteobacteria 303 1 Alphaproteobacteria bacterium MarineAlpha9_Bin6 hits

.Devosia sp. Root436 a-proteobacteria 302 2 Devosia sp. Root436 hits

.Rhodobacterales bacterium TMED271 a-proteobacteria 302 1 Rhodobacterales bacterium TMED271 hits

.Rhodovibrio sodomensis a-proteobacteria 302 2 Rhodovibrio sodomensis hits

.unclassified Bradyrhizobium a-proteobacteria 301 2 unclassified Bradyrhizobium hits

.Bradyrhizobium sp. 1S1 a-proteobacteria 301 1 Bradyrhizobium sp. 1S1 hits

.Bradyrhizobium sp. 162S2 a-proteobacteria 301 1 Bradyrhizobium sp. 162S2 hits

.Oceanibaculum pacificum a-proteobacteria 301 2 Oceanibaculum pacificum hits

.Kordiimonadaceae bacterium a-proteobacteria 301 3 Kordiimonadaceae bacterium hits

.Kordiimonadales bacterium a-proteobacteria 300 1 Kordiimonadales bacterium hits

.Alphaproteobacteria bacterium MarineAlpha2_Bin1 a-proteobacteria 300 1 Alphaproteobacteria bacterium MarineAlpha2_Bin1 hits

.Bradyrhizobium sp. 2S1 a-proteobacteria 300 2 Bradyrhizobium sp. 2S1 hits

.Rhodospirillaceae bacterium a-proteobacteria 300 1 Rhodospirillaceae bacterium hits

.Bradyrhizobium sp. 6(2017) a-proteobacteria 300 1 Bradyrhizobium sp. 6(2017) hits

.Rhodovibrio salinarum a-proteobacteria 300 2 Rhodovibrio salinarum hits

.Oceanibaculum nanhaiense a-proteobacteria 300 2 Oceanibaculum nanhaiense hits

Description Score E
value

Accession

Plasmodium falciparum 3D7 [apicomplexans ]

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_A

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_B

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_C

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_D

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_E

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_F

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_G

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_H

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_I

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_J

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_K

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_L

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_M

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_N

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_O

Crystal structure of malate dehydrogenase from Plasmodium falciparum (PfMDH) [Plasmodium falciparum 3D7] 655 0.0 5NFR_P

malate dehydrogenase [Plasmodium falciparum 3D7] 638 0.0 XP_966170

Plasmodium falciparum (malaria parasite P. falciparum) [apicomplexans ]

Crystal structure of malate dehydrogenase from Plasmodium Falciparum in complex with 4-(3,4-difluorophenyl)thiazol-2-amine
[Plasmodium falciparum] 648 0.0 6R8G_A

Crystal structure of malate dehydrogenase from Plasmodium Falciparum in complex with 4-(3,4-difluorophenyl)thiazol-2-amine
[Plasmodium falciparum] 648 0.0 6R8G_B

Crystal structure of malate dehydrogenase from Plasmodium Falciparum in complex with 4-(3,4-difluorophenyl)thiazol-2-amine
[Plasmodium falciparum] 648 0.0 6R8G_C

Crystal structure of malate dehydrogenase from Plasmodium Falciparum in complex with 4-(3,4-difluorophenyl)thiazol-2-amine
[Plasmodium falciparum] 648 0.0 6R8G_D

Chain A, Malate dehydrogenase [Plasmodium falciparum] 648 0.0 6Y91_A

Chain B, Malate dehydrogenase [Plasmodium falciparum] 648 0.0 6Y91_B

Chain C, Malate dehydrogenase [Plasmodium falciparum] 648 0.0 6Y91_C

Chain D, Malate dehydrogenase [Plasmodium falciparum] 648 0.0 6Y91_D

malate dehydrogenase [Plasmodium falciparum] 638 0.0 AAQ23154

Plasmodium falciparum Vietnam Oak-Knoll (FVO) [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium falciparum Vietnam Oak-Knoll (FVO)] 638 0.0 ETW19634

Plasmodium falciparum FCH/4 [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium falciparum FCH/4] 638 0.0 ETW27831

https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1207063
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1909294
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1871086
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1904441
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013100
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013101
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1736537
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1986637
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1088
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2631580
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1404411
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2748630
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=580166
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2664180
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2030814
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013066
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1404429
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1898112
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1197460
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1087
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1909734
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=36329
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/5NFR_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_C?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_D?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_E?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_F?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_G?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_H?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_I?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_J?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_K?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_L?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_M?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_N?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_O?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_P?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_966170?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5833
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/6R8G_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6R8G_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6R8G_C?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6R8G_D?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6Y91_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6Y91_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6Y91_C?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6Y91_D?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/AAQ23154?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1036723
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/ETW19634?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1036724
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/ETW27831?report=genbank&log$=taxrep&RID=7PB8BBYK016
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Description Score E
value

Accession

Plasmodium falciparum Tanzania (2000708) [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium falciparum Tanzania (2000708)] 638 0.0 ETW37742

Plasmodium falciparum NF135/5.C10 [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium falciparum NF135/5.C10] 638 0.0 ETW43957

Plasmodium falciparum Palo Alto/Uganda [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium falciparum Palo Alto/Uganda] 638 0.0 ETW53159

Plasmodium falciparum CAMP/Malaysia [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium falciparum CAMP/Malaysia] 638 0.0 ETW62616

Plasmodium falciparum 7G8 [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium falciparum 7G8] 638 0.0 EUR75006

Plasmodium falciparum Santa Lucia [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium falciparum Santa Lucia] 638 0.0 EUT89255

Plasmodium falciparum UGT5.1 [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium falciparum UGT5.1] 638 0.0 EWC77752

Plasmodium falciparum NF54 [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium falciparum NF54] 638 0.0 EWC89726

Plasmodium falciparum HB3 [apicomplexans ]

hypothetical protein PFHG_04607 [Plasmodium falciparum HB3] 638 0.0 KOB62875

Plasmodium sp. gorilla clade G1 [apicomplexans ]

malate dehydrogenase [Plasmodium sp. gorilla clade G1] 638 0.0 SOS77447

Plasmodium reichenowi [apicomplexans ]

malate dehydrogenase [Plasmodium reichenowi] 630 0.0 XP_012761998

malate dehydrogenase [Plasmodium reichenowi] 630 0.0 KYO01065

malate dehydrogenase [Plasmodium reichenowi] 630 0.0 CDO63371

malate dehydrogenase [Plasmodium reichenowi] 630 0.0 SOV77526

Plasmodium sp. DRC-Itaito [apicomplexans ]

malate dehydrogenase [Plasmodium sp. DRC-Itaito] 623 0.0 CAC9696262

malate dehydrogenase [Plasmodium sp. DRC-Itaito] 580 0.0 SOV21691

Plasmodium falciparum MaliPS096_E11 [apicomplexans ]

hypothetical protein PFMALIP_01469 [Plasmodium falciparum MaliPS096_E11] 622 0.0 ETW50453

Plasmodium sp. gorilla clade G3 [apicomplexans ]

malate dehydrogenase [Plasmodium sp. gorilla clade G3] 615 0.0 SOV74725

Plasmodium gaboni [apicomplexans ]

malate dehydrogenase [Plasmodium gaboni] 580 0.0 XP_018642816

malate dehydrogenase [Plasmodium gaboni] 580 0.0 KYO01877

malate dehydrogenase [Plasmodium gaboni] 580 0.0 SOV12323

Plasmodium sp. gorilla clade G2 [apicomplexans ]

malate dehydrogenase [Plasmodium sp. gorilla clade G2] 579 0.0 XP_028537330

malate dehydrogenase [Plasmodium sp. gorilla clade G2] 579 0.0 SOV12596

Plasmodium relictum [apicomplexans ]

malate dehydrogenase, putative [Plasmodium relictum] 503 1e-177 XP_028533952

malate dehydrogenase, putative [Plasmodium relictum] 503 1e-177 CRH00951

Plasmodium coatneyi [apicomplexans ]

Malate dehydrogenase [Plasmodium coatneyi] 503 2e-177 XP_019915696

Malate dehydrogenase [Plasmodium coatneyi] 503 2e-177 ANQ09001

Plasmodium ovale wallikeri [apicomplexans ]

malate dehydrogenase, putative (MDH) [Plasmodium ovale wallikeri] 501 1e-176 SBT38197

malate dehydrogenase, putative (MDH) [Plasmodium ovale wallikeri] 501 1e-176 SBT38962

Plasmodium ovale (malaria parasite P. ovale) [apicomplexans ]

malate dehydrogenase, putative [Plasmodium ovale] 501 1e-176 SBT77738

malate dehydrogenase, putative [Plasmodium ovale] 499 8e-176 SCP05083

Plasmodium ovale curtisi [apicomplexans ]

malate dehydrogenase, putative (MDH) [Plasmodium ovale curtisi] 499 8e-176 SBS85361

malate dehydrogenase, putative (MDH) [Plasmodium ovale curtisi] 499 8e-176 SBS94489

Plasmodium fragile [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium fragile] 497 5e-175 XP_012335265

malate dehydrogenase, NAD-dependent [Plasmodium fragile] 497 5e-175 KJP88094

Plasmodium gonderi [apicomplexans ]

malate dehydrogenase [Plasmodium gonderi] 496 9e-175 XP_028544431

https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1036725
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/ETW37742?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1036726
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/ETW43957?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=57270
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/ETW53159?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5835
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/ETW62616?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=57266
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/EUR75006?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=478859
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/EUT89255?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1237627
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/EWC77752?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5843
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/EWC89726?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=137071
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/KOB62875?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=880534
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/SOS77447?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5854
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_012761998?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KYO01065?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CDO63371?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV77526?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=720590
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/CAC9696262?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV21691?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1036727
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/ETW50453?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=880536
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/SOV74725?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=647221
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_018642816?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KYO01877?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV12323?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=880535
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_028537330?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV12596?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=85471
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_028533952?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CRH00951?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=208452
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_019915696?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ANQ09001?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=864142
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/SBT38197?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT38962?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=36330
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/SBT77738?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCP05083?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=864141
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/SBS85361?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBS94489?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5857
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_012335265?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KJP88094?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=77519
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_028544431?report=genbank&log$=taxrep&RID=7PB8BBYK016
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malate dehydrogenase [Plasmodium gonderi] 496 9e-175 GAW81842

Plasmodium inui San Antonio 1 [apicomplexans ]

malate dehydrogenase [Plasmodium inui San Antonio 1] 494 6e-174 XP_008814730

malate dehydrogenase [Plasmodium inui San Antonio 1] 494 6e-174 EUD68500

Plasmodium vivax (malaria parasite P. vivax) [apicomplexans ]

malate dehydrogenase, putative [Plasmodium vivax] 493 1e-173 XP_001616198

malate dehydrogenase, putative [Plasmodium vivax] 493 1e-173 EDL46471

malate dehydrogenase, putative [Plasmodium vivax] 493 1e-173 SCO68209

malate dehydrogenase, putative [Plasmodium vivax] 493 2e-173 SCO73674

malate dehydrogenase, putative [Plasmodium vivax] 493 2e-173 VUZ97056

Plasmodium vivax North Korean [apicomplexans ]

malate dehydrogenase [Plasmodium vivax North Korean] 493 1e-173 KMZ98651

Plasmodium vivax India VII [apicomplexans ]

malate dehydrogenase [Plasmodium vivax India VII] 493 2e-173 KMZ79541

Plasmodium vivax Brazil I [apicomplexans ]

malate dehydrogenase [Plasmodium vivax Brazil I] 493 2e-173 KMZ85666

Plasmodium vivax Mauritania I [apicomplexans ]

malate dehydrogenase [Plasmodium vivax Mauritania I] 493 2e-173 KMZ92140

Plasmodium gallinaceum [apicomplexans ]

malate dehydrogenase, putative [Plasmodium gallinaceum] 493 2e-173 XP_028526585

malate dehydrogenase [Plasmodium gallinaceum] 493 2e-173 BAM15616

malate dehydrogenase, putative [Plasmodium gallinaceum] 493 2e-173 CRG93763

Plasmodium knowlesi strain H [apicomplexans ]

malate dehydrogenase, putative [Plasmodium knowlesi strain H] 489 4e-172 XP_002261491

malate dehydrogenase, putative [Plasmodium knowlesi strain H] 489 4e-172 CAA9989144

malate dehydrogenase, putative [Plasmodium knowlesi strain H] 489 4e-172 SBO27363

malate dehydrogenase, putative [Plasmodium knowlesi strain H] 489 4e-172 SBO27524

malate dehydrogenase, putative [Plasmodium knowlesi strain H] 489 4e-172 VVS78618

Plasmodium knowlesi [apicomplexans ]

putative Malate dehydrogenase [Plasmodium knowlesi] 489 4e-172 OTN64503

Plasmodium cynomolgi strain B [apicomplexans ]

malate dehydrogenase [Plasmodium cynomolgi strain B] 486 1e-170 XP_004223317

malate dehydrogenase [Plasmodium cynomolgi strain B] 486 1e-170 GAB67370

Plasmodium vinckei brucechwatti [apicomplexans ]

malate dehydrogenase, putative [Plasmodium vinckei brucechwatti] 479 4e-168 CAD2095064

Plasmodium yoelii 17X [apicomplexans ]

malate dehydrogenase, NAD-dependent [Plasmodium yoelii 17X] 475 1e-166 ETB56770

Plasmodium falciparum Dd2 [apicomplexans ]

hypothetical protein PFDG_04373 [Plasmodium falciparum Dd2] 471 2e-166 KOB87837

Plasmodium malariae [apicomplexans ]

malate dehydrogenase, putative [Plasmodium malariae] 475 2e-166 SBT79735

malate dehydrogenase, putative [Plasmodium malariae] 474 4e-166 XP_028862636

malate dehydrogenase, putative [Plasmodium malariae] 474 4e-166 SBS87209

malate dehydrogenase, putative [Plasmodium malariae] 474 4e-166 SCO93198

Plasmodium yoelii [apicomplexans ]

malate dehydrogenase, putative [Plasmodium yoelii] 474 6e-166 XP_022812395

malate dehydrogenase, putative [Plasmodium yoelii] 474 6e-166 CDU18879

malate dehydrogenase, putative [Plasmodium yoelii] 474 6e-166 VTZ79464

Plasmodium chabaudi chabaudi [apicomplexans ]

malate dehydrogenase, putative [Plasmodium chabaudi chabaudi] 473 2e-165 XP_737386

malate dehydrogenase, putative [Plasmodium chabaudi chabaudi] 473 2e-165 SCM23634

malate dehydrogenase, putative [Plasmodium chabaudi chabaudi] 473 2e-165 SCN61099

malate dehydrogenase, putative [Plasmodium chabaudi chabaudi] 473 2e-165 VTZ69167

Plasmodium chabaudi adami [apicomplexans ]

malate dehydrogenase, putative [Plasmodium chabaudi adami] 473 2e-165 SCM22369

malate dehydrogenase, putative [Plasmodium chabaudi adami] 450 2e-156 SCN61096

Hepatocystis sp. ex Piliocolobus tephrosceles [apicomplexans ]

malate dehydrogenase [Hepatocystis sp. ex Piliocolobus tephrosceles] 472 4e-165 VWU52414

Plasmodium vinckei [apicomplexans ]

https://www.ncbi.nlm.nih.gov/protein/GAW81842?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1237626
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_008814730?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EUD68500?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5855
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_001616198?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EDL46471?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCO68209?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCO73674?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/VUZ97056?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1035514
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/KMZ98651?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1077284
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/KMZ79541?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1033975
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/KMZ85666?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1035515
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/KMZ92140?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5849
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_028526585?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/BAM15616?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CRG93763?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5851
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_002261491?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAA9989144?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBO27363?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBO27524?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/VVS78618?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5850
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/OTN64503?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1120755
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_004223317?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/GAB67370?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=119398
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/CAD2095064?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1323249
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/ETB56770?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=57267
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/KOB87837?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5858
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/SBT79735?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028862636?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBS87209?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCO93198?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5861
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_022812395?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CDU18879?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/VTZ79464?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=31271
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_737386?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCM23634?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCN61099?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/VTZ69167?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5826
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/SCM22369?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCN61096?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2600580
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/VWU52414?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5860
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
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Description Score E
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Accession

malate dehydrogenase, putative [Plasmodium vinckei] 471 4e-165 CAD2108495

Plasmodium vinckei lentum [apicomplexans ]

malate dehydrogenase, putative [Plasmodium vinckei lentum] 452 3e-157 CAD2095098

Plasmodium vinckei petteri [apicomplexans ]

malate dehydrogenase [Plasmodium vinckei petteri] 449 5e-156 EUD73291

malate dehydrogenase, putative [Plasmodium vinckei petteri] 449 5e-156 CAD2108523

Plasmodium vinckei vinckei [apicomplexans ]

malate dehydrogenase, putative [Plasmodium vinckei vinckei] 447 2e-155 XP_008624410

malate dehydrogenase, putative [Plasmodium vinckei vinckei] 447 2e-155 VEV57303

malate dehydrogenase [Plasmodium vinckei vinckei] 446 5e-155 KEG02700

Plasmodium berghei ANKA [apicomplexans ]

malate dehydrogenase, putative [Plasmodium berghei ANKA] 444 5e-154 XP_034422383

Plasmodium berghei [apicomplexans ]

malate dehydrogenase, putative [Plasmodium berghei] 444 5e-154 CXI63152

malate dehydrogenase, putative [Plasmodium berghei] 444 5e-154 SCM23772

malate dehydrogenase, putative [Plasmodium berghei] 444 5e-154 SCN26767

malate dehydrogenase, putative [Plasmodium berghei] 444 5e-154 SCO61099

malate dehydrogenase, putative [Plasmodium berghei] 444 5e-154 SCO63186

Plasmodium yoelii yoelii [apicomplexans ]

malate dehydrogenase [Plasmodium yoelii yoelii] 420 1e-144 EAA22943

Apicomplexa (apicomplexans) [apicomplexans ]

Crystal structure of ancestral apicomplexan malate dehydrogenase with oxamate. [Apicomplexa] 322 5e-106 4PLH_A

Crystal structure of ancestral apicomplexan malate dehydrogenase with oxamate. [Apicomplexa] 322 5e-106 4PLH_B

Crystal structure of ancestral apicomplexan malate dehydrogenase with oxamate. [Apicomplexa] 322 5e-106 4PLH_C

Crystal structure of ancestral apicomplexan malate dehydrogenase with oxamate. [Apicomplexa] 322 5e-106 4PLH_D

Crystal structure of ancestral apicomplexan malate dehydrogenase with lactate. [Apicomplexa] 322 5e-106 4PLW_A

Crystal structure of ancestral apicomplexan malate dehydrogenase with lactate. [Apicomplexa] 322 5e-106 4PLW_B

Crystal structure of ancestral apicomplexan malate dehydrogenase with lactate. [Apicomplexa] 322 5e-106 4PLW_C

Crystal structure of ancestral apicomplexan malate dehydrogenase with lactate. [Apicomplexa] 322 5e-106 4PLW_D

Crystal structure of ancestral apicomplexan malate dehydrogenase with oxamate. [Apicomplexa] 315 7e-103 4PLT_A

Crystal structure of ancestral apicomplexan malate dehydrogenase with oxamate. [Apicomplexa] 315 7e-103 4PLT_B

Crystal structure of ancestral apicomplexan malate dehydrogenase with oxamate. [Apicomplexa] 315 7e-103 4PLT_C

Crystal structure of ancestral apicomplexan malate dehydrogenase with oxamate. [Apicomplexa] 315 7e-103 4PLT_D

Crystal structure of ancestral apicomplexan malate dehydrogenase with lactate. [Apicomplexa] 315 7e-103 4PLV_A

Crystal structure of ancestral apicomplexan malate dehydrogenase with lactate. [Apicomplexa] 315 7e-103 4PLV_B

Crystal structure of ancestral apicomplexan malate dehydrogenase with lactate. [Apicomplexa] 315 7e-103 4PLV_C

Crystal structure of ancestral apicomplexan malate dehydrogenase with lactate. [Apicomplexa] 315 7e-103 4PLV_D

Crystal structure of ancestral apicomplexan malate dehydrogenase with malate. [Apicomplexa] 315 7e-103 4PLY_A

Crystal structure of ancestral apicomplexan malate dehydrogenase with malate. [Apicomplexa] 315 7e-103 4PLY_B

Crystal structure of ancestral apicomplexan malate dehydrogenase with malate. [Apicomplexa] 315 7e-103 4PLY_C

Crystal structure of ancestral apicomplexan malate dehydrogenase with malate. [Apicomplexa] 315 7e-103 4PLY_D

Crystal structure of ancestral apicomplexan malate dehydrogenase with malate. [Apicomplexa] 315 7e-103 4PLY_E

Crystal structure of ancestral apicomplexan malate dehydrogenase with malate. [Apicomplexa] 315 7e-103 4PLY_F

Crystal structure of ancestral apicomplexan malate dehydrogenase with malate. [Apicomplexa] 315 7e-103 4PLY_G

Crystal structure of ancestral apicomplexan malate dehydrogenase with malate. [Apicomplexa] 315 7e-103 4PLY_H

Crystal structure of ancestral apicomplexan lactate dehydrogenase with malate. [Apicomplexa] 311 2e-101 4PLC_A

Crystal structure of ancestral apicomplexan lactate dehydrogenase with malate. [Apicomplexa] 311 2e-101 4PLC_B

Crystal structure of ancestral apicomplexan lactate dehydrogenase with malate. [Apicomplexa] 311 2e-101 4PLC_C

Crystal structure of ancestral apicomplexan lactate dehydrogenase with malate. [Apicomplexa] 311 2e-101 4PLC_D

Crystal structure of ancestral apicomplexan lactate dehydrogenase with lactate. [Apicomplexa] 311 2e-101 4PLF_A

Crystal structure of ancestral apicomplexan lactate dehydrogenase with lactate. [Apicomplexa] 311 2e-101 4PLF_B

Crystal structure of ancestral apicomplexan lactate dehydrogenase with oxamate. [Apicomplexa] 311 2e-101 4PLG_A

Crystal structure of ancestral apicomplexan lactate dehydrogenase with oxamate. [Apicomplexa] 311 2e-101 4PLG_B

Devosia sp. FKR38 [a-proteobacteria ]

malate dehydrogenase [Devosia sp. FKR38] 310 4e-101 WP_137152966

Devosia sp. S02 [a-proteobacteria ]

malate dehydrogenase [Devosia sp. S02] 309 5e-101 WP_193334840

Oceanibium sediminis [a-proteobacteria ]

malate dehydrogenase [Oceanibium sediminis] 309 7e-101 WP_112321891

https://www.ncbi.nlm.nih.gov/protein/CAD2108495?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=138297
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/CAD2095098?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=138298
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/EUD73291?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2108523?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=54757
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_008624410?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/VEV57303?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KEG02700?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5823
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_034422383?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5821
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/CXI63152?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCM23772?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCN26767?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCO61099?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCO63186?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=73239
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/EAA22943?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/4PLH_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLH_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLH_C?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLH_D?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLW_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLW_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLW_C?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLW_D?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLT_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLT_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLT_C?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLT_D?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLV_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLV_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLV_C?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLV_D?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLY_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLY_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLY_C?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLY_D?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLY_E?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLY_F?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLY_G?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLY_H?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLC_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLC_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLC_C?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLC_D?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLF_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLF_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLG_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLG_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2562312
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_137152966?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2657486
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_193334840?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2026339
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_112321891?report=genbank&log$=taxrep&RID=7PB8BBYK016


4/17/2021 NCBI Blast:pdb|5NFR|P

https://blast.ncbi.nlm.nih.gov/Blast.cgi# 15/19

Description Score E
value

Accession

Candidatus Fonsibacter lacus [a-proteobacteria ]

malate dehydrogenase [Candidatus Fonsibacter lacus] 308 3e-100 NCU49226

malate dehydrogenase [Candidatus Fonsibacter lacus] 307 6e-100 NCU53456

malate dehydrogenase [Candidatus Fonsibacter lacus] 307 6e-100 NCU63045

malate dehydrogenase [Candidatus Fonsibacter lacus] 305 3e-99 NCU49057

malate dehydrogenase [Candidatus Fonsibacter lacus] 305 3e-99 NCU69999

malate dehydrogenase [Candidatus Fonsibacter lacus] 305 4e-99 NCU46848

malate dehydrogenase [Candidatus Fonsibacter lacus] 305 4e-99 NCU53323

malate dehydrogenase [Candidatus Fonsibacter lacus] 305 4e-99 NCU71976

malate dehydrogenase [Candidatus Fonsibacter lacus] 305 4e-99 NCU73984

Devosia epidermidihirudinis [a-proteobacteria ]

malate dehydrogenase [Devosia epidermidihirudinis] 307 3e-100 WP_046140904

malate dehydrogenase [Devosia epidermidihirudinis] 307 3e-100 KKC40854

Pelagibacterales bacterium [a-proteobacteria ]

malate dehydrogenase [Pelagibacterales bacterium] 307 5e-100 GDX35174

malate dehydrogenase [Pelagibacterales bacterium] 305 4e-99 GBL33396

malate dehydrogenase [Pelagibacterales bacterium] 305 6e-99 MBM5787331

Devosia limi [a-proteobacteria ]

malate dehydrogenase [Devosia limi] 306 7e-100 WP_046135361

Devosia limi DSM 17137 [a-proteobacteria ]

malate dehydrogenase [Devosia limi DSM 17137] 306 7e-100 KKB84199

malate dehydrogenase [Devosia limi DSM 17137] 306 7e-100 KKB84316

malate dehydrogenase (NAD) [Devosia limi DSM 17137] 306 7e-100 SHE84169

Oceanomicrobium pacificus [a-proteobacteria ]

malate dehydrogenase [Oceanomicrobium pacificus] 306 1e-99 WP_160851963

malate dehydrogenase [Oceanomicrobium pacificus] 306 1e-99 MXU64513

Rhodospirillales bacterium [a-proteobacteria ]

malate dehydrogenase [Rhodospirillales bacterium] 305 2e-99 MBK8210760

malate dehydrogenase [Rhodospirillales bacterium] 300 2e-97 MBK8174980

Eimeria maxima [apicomplexans ]

malate dehydrogenase, putative [Eimeria maxima] 305 2e-99 XP_013336105

malate dehydrogenase, putative [Eimeria maxima] 305 2e-99 CDJ59457

Proteobacteria bacterium [proteobacteria ]

malate dehydrogenase [Proteobacteria bacterium] 305 3e-99 NBY89657

malate dehydrogenase [Proteobacteria bacterium] 305 3e-99 NDE64866

malate dehydrogenase [Proteobacteria bacterium] 305 3e-99 NBQ46335

malate dehydrogenase [Proteobacteria bacterium] 305 4e-99 NDE48906

malate dehydrogenase [Proteobacteria bacterium] 305 4e-99 NDB38016

malate dehydrogenase [Proteobacteria bacterium] 304 1e-98 NBT38276

malate dehydrogenase [Proteobacteria bacterium] 304 1e-98 NBU53834

malate dehydrogenase [Proteobacteria bacterium] 300 2e-97 MBI3675661

Alphaproteobacteria bacterium [a-proteobacteria ]

malate dehydrogenase [Alphaproteobacteria bacterium] 305 3e-99 PCJ41639

malate dehydrogenase [Alphaproteobacteria bacterium] 305 4e-99 MBI1328659

malate dehydrogenase [Alphaproteobacteria bacterium] 305 4e-99 RCL75573

malate dehydrogenase [Alphaproteobacteria bacterium] 304 6e-99 HIB19697

malate dehydrogenase [Alphaproteobacteria bacterium] 304 6e-99 MQA65584

malate dehydrogenase [Alphaproteobacteria bacterium] 303 1e-98 HIN91290

malate dehydrogenase [Alphaproteobacteria bacterium] 303 2e-98 HHZ66959

malate dehydrogenase [Alphaproteobacteria bacterium] 303 2e-98 HIB55980

malate dehydrogenase [Alphaproteobacteria bacterium] 303 2e-98 HIO03488

malate dehydrogenase [Alphaproteobacteria bacterium] 301 7e-98 TAH36160

malate dehydrogenase [Alphaproteobacteria bacterium] 301 1e-97 MBA2590478

malate dehydrogenase [Alphaproteobacteria bacterium] 300 3e-97 MBN9587800

Eimeria acervulina [apicomplexans ]

malate dehydrogenase, putative [Eimeria acervulina] 305 3e-99 XP_013246728

malate dehydrogenase, putative [Eimeria acervulina] 305 3e-99 CDI84253

Sphingomonadales bacterium [a-proteobacteria ]

malate dehydrogenase [Sphingomonadales bacterium] 305 3e-99 HEC00426

https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2576439
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/NCU49226?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU53456?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU63045?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU49057?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU69999?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU46848?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU53323?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU71976?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU73984?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1293439
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_046140904?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KKC40854?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2026776
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/GDX35174?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/GBL33396?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBM5787331?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=288995
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_046135361?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1121477
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/KKB84199?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KKB84316?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SHE84169?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2692916
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_160851963?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MXU64513?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2026786
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/MBK8210760?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK8174980?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5804
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_013336105?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CDJ59457?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1977087
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1224
https://www.ncbi.nlm.nih.gov/protein/NBY89657?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NDE64866?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBQ46335?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NDE48906?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NDB38016?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBT38276?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBU53834?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI3675661?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1913988
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/PCJ41639?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI1328659?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RCL75573?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HIB19697?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MQA65584?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HIN91290?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HHZ66959?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HIB55980?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HIO03488?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/TAH36160?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBA2590478?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBN9587800?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5801
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_013246728?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CDI84253?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1978525
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/HEC00426?report=genbank&log$=taxrep&RID=7PB8BBYK016
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Description Score E
value

Accession

Eilatimonas milleporae [a-proteobacteria ]

malate dehydrogenase [Eilatimonas milleporae] 305 4e-99 WP_121938586

malate dehydrogenase (NAD) [Eilatimonas milleporae] 305 4e-99 RMB07798

Candidatus Fonsibacter ubiquis [a-proteobacteria ]

malate dehydrogenase [Candidatus Fonsibacter ubiquis] 305 4e-99 WP_099340841

malate dehydrogenase [Candidatus Fonsibacter ubiquis] 305 4e-99 NCU46030

malate dehydrogenase [Candidatus Fonsibacter ubiquis] 305 4e-99 NCU47817

malate dehydrogenase [Candidatus Fonsibacter ubiquis] 305 4e-99 NCU54133

Devosia sp. Root635 [a-proteobacteria ]

malate dehydrogenase [Devosia sp. Root635] 304 5e-99 WP_056229719

malate dehydrogenase [Devosia sp. Root635] 304 5e-99 KRA50451

Limibacillus halophilus [a-proteobacteria ]

malate dehydrogenase [Limibacillus halophilus] 304 6e-99 WP_183417264

malate dehydrogenase [Limibacillus halophilus] 304 6e-99 MBB3066453

Alphaproteobacteria bacterium MarineAlpha9_Bin7 [a-proteobacteria ]

malate dehydrogenase [Alphaproteobacteria bacterium MarineAlpha9_Bin7] 304 7e-99 PPR17482

Devosia naphthalenivorans [a-proteobacteria ]

malate dehydrogenase [Devosia naphthalenivorans] 303 1e-98 WP_108459774

Oceanibaculum indicum [a-proteobacteria ]

malate dehydrogenase [Oceanibaculum indicum] 303 1e-98 WP_008943063

malate dehydrogenase [Oceanibaculum indicum] 303 1e-98 RKQ68736

Oceanibaculum indicum P24 [a-proteobacteria ]

malate dehydrogenase [Oceanibaculum indicum P24] 303 1e-98 EKE78340

Rhizobiales bacterium [a-proteobacteria ]

malate dehydrogenase [Rhizobiales bacterium] 303 1e-98 RYE11063

Brevundimonas sp. [a-proteobacteria ]

malate dehydrogenase [Brevundimonas sp.] 303 1e-98 MAL87662

malate dehydrogenase [Brevundimonas sp.] 303 1e-98 HAJ03120

malate dehydrogenase [Brevundimonas sp.] 303 1e-98 HAV50294

Rhodobacteraceae bacterium [a-proteobacteria ]

malate dehydrogenase [Rhodobacteraceae bacterium] 303 1e-98 MAP00672

Alphaproteobacteria bacterium MarineAlpha9_Bin5 [a-proteobacteria ]

malate dehydrogenase [Alphaproteobacteria bacterium MarineAlpha9_Bin5] 303 1e-98 PPR37875

Alphaproteobacteria bacterium MarineAlpha9_Bin6 [a-proteobacteria ]

malate dehydrogenase [Alphaproteobacteria bacterium MarineAlpha9_Bin6] 303 2e-98 PPR36537

Devosia sp. Root436 [a-proteobacteria ]

malate dehydrogenase [Devosia sp. Root436] 302 3e-98 WP_056254967

malate dehydrogenase [Devosia sp. Root436] 302 3e-98 KQX40310

Rhodobacterales bacterium TMED271 [a-proteobacteria ]

malate dehydrogenase [Rhodobacterales bacterium TMED271] 302 4e-98 OUX44185

Rhodovibrio sodomensis [a-proteobacteria ]

malate dehydrogenase [Rhodovibrio sodomensis] 302 5e-98 WP_200339844

malate dehydrogenase [Rhodovibrio sodomensis] 302 5e-98 MBK1667685

Cyclospora cayetanensis [apicomplexans ]

uncharacterized protein LOC34621309 [Cyclospora cayetanensis] 301 6e-98 XP_022589240

putative malate dehydrogenase [Cyclospora cayetanensis] 301 6e-98 OEH76447

unclassified Bradyrhizobium [a-proteobacteria ]

MULTISPECIES: malate dehydrogenase [unclassified Bradyrhizobium] 301 7e-98 WP_166213281

MULTISPECIES: malate dehydrogenase [unclassified Bradyrhizobium] 300 3e-97 WP_029081325

Bradyrhizobium sp. 1S1 [a-proteobacteria ]

malate dehydrogenase [Bradyrhizobium sp. 1S1] 301 7e-98 NVI49853

Bradyrhizobium sp. 162S2 [a-proteobacteria ]

malate dehydrogenase [Bradyrhizobium sp. 162S2] 301 7e-98 NVL12414

Apicomplexa sp. [apicomplexans ]

Crystal structure of ancestral apicomplexan lactate dehydrogenase in alternate dimer configuration with sulfate. [Apicomplexa sp.] 302 7e-98 6VDH_A

Crystal structure of ancestral apicomplexan lactate dehydrogenase in alternate dimer configuration with sulfate. [Apicomplexa sp.] 302 7e-98 6VDH_B

Crystal structure of ancestral apicomplexan lactate dehydrogenase with sulfate. [Apicomplexa sp.] 302 7e-98 6VDI_A

Crystal structure of ancestral apicomplexan lactate dehydrogenase with sulfate. [Apicomplexa sp.] 302 7e-98 6VDI_B

Crystal structure of ancestral apicomplexan lactate dehydrogenase with sulfate and NADH4. [Apicomplexa sp.] 302 7e-98 6VDJ_A

https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=911205
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_121938586?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RMB07798?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1925548
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_099340841?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU46030?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU47817?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU54133?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1736575
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_056229719?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KRA50451?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1579333
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_183417264?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBB3066453?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013102
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/PPR17482?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2082392
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_108459774?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=526216
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_008943063?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RKQ68736?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1207063
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/EKE78340?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1909294
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/RYE11063?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1871086
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/MAL87662?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HAJ03120?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HAV50294?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1904441
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/MAP00672?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013100
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/PPR37875?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013101
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/PPR36537?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1736537
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_056254967?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KQX40310?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1986637
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/OUX44185?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1088
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_200339844?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK1667685?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=88456
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/XP_022589240?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/OEH76447?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2631580
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/WP_166213281?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_029081325?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1404411
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/NVI49853?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2748630
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=28211
https://www.ncbi.nlm.nih.gov/protein/NVL12414?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2041159
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5794
https://www.ncbi.nlm.nih.gov/protein/6VDH_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6VDH_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6VDI_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6VDI_B?report=genbank&log$=taxrep&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6VDJ_A?report=genbank&log$=taxrep&RID=7PB8BBYK016
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Taxonomy

Description Score E
value

Accession

Crystal structure of ancestral apicomplexan lactate dehydrogenase with sulfate and NADH4. [Apicomplexa sp.] 302 7e-98 6VDJ_B

Oceanibaculum pacificum [a-proteobacteria ]

malate dehydrogenase [Oceanibaculum pacificum] 301 8e-98 WP_067555953

malate dehydrogenase [Oceanibaculum pacificum] 301 8e-98 KZD08276

Kordiimonadaceae bacterium [a-proteobacteria ]

malate dehydrogenase [Kordiimonadaceae bacterium] 301 1e-97 MBO6506542

malate dehydrogenase [Kordiimonadaceae bacterium] 301 1e-97 MBO6567721

malate dehydrogenase [Kordiimonadaceae bacterium] 301 1e-97 MBO6963064

Kordiimonadales bacterium [a-proteobacteria ]

malate dehydrogenase [Kordiimonadales bacterium] 300 2e-97 PCI63361

Alphaproteobacteria bacterium MarineAlpha2_Bin1 [a-proteobacteria ]

malate dehydrogenase [Alphaproteobacteria bacterium MarineAlpha2_Bin1] 300 2e-97 PPR79434

Bradyrhizobium sp. 2S1 [a-proteobacteria ]

malate dehydrogenase [Bradyrhizobium sp. 2S1] 300 2e-97 WP_166300597

malate dehydrogenase [Bradyrhizobium sp. 2S1] 300 2e-97 NVI57972

Rhodospirillaceae bacterium [a-proteobacteria ]

malate dehydrogenase [Rhodospirillaceae bacterium] 300 2e-97 MBT05681

Bradyrhizobium sp. 6(2017) [a-proteobacteria ]

malate dehydrogenase [Bradyrhizobium sp. 6(2017)] 300 3e-97 QIG96430

Rhodovibrio salinarum [a-proteobacteria ]

malate dehydrogenase [Rhodovibrio salinarum] 300 3e-97 WP_027287413

malate dehydrogenase [Rhodovibrio salinarum] 300 3e-97 MBK1696980

Oceanibaculum nanhaiense [a-proteobacteria ]

malate dehydrogenase [Oceanibaculum nanhaiense] 300 3e-97 MBC7134210

malate dehydrogenase [Oceanibaculum nanhaiense] 300 4e-97 WP_086463724

Taxonomy Number of hits Number of Organisms Description

cellular organisms 254 98

. Alveolata 162 57

.. Apicomplexa 32 57 Apicomplexa hits

... Plasmodiidae 118 52

.... Plasmodium 117 51

..... Plasmodium (Laverania) 52 21

...... Plasmodium falciparum 9 15 Plasmodium falciparum hits

....... Plasmodium falciparum 3D7 17 1 Plasmodium falciparum 3D7 hits

....... Plasmodium falciparum Vietnam Oak-Knoll (FVO) 1 1 Plasmodium falciparum Vietnam Oak-Knoll (FVO) hits

....... Plasmodium falciparum FCH/4 1 1 Plasmodium falciparum FCH/4 hits

....... Plasmodium falciparum Tanzania (2000708) 1 1 Plasmodium falciparum Tanzania (2000708) hits

....... Plasmodium falciparum NF135/5.C10 1 1 Plasmodium falciparum NF135/5.C10 hits

....... Plasmodium falciparum Palo Alto/Uganda 1 1 Plasmodium falciparum Palo Alto/Uganda hits

....... Plasmodium falciparum CAMP/Malaysia 1 1 Plasmodium falciparum CAMP/Malaysia hits

....... Plasmodium falciparum 7G8 1 1 Plasmodium falciparum 7G8 hits

....... Plasmodium falciparum Santa Lucia 1 1 Plasmodium falciparum Santa Lucia hits

....... Plasmodium falciparum UGT5.1 1 1 Plasmodium falciparum UGT5.1 hits

....... Plasmodium falciparum NF54 1 1 Plasmodium falciparum NF54 hits

....... Plasmodium falciparum HB3 1 1 Plasmodium falciparum HB3 hits

....... Plasmodium falciparum MaliPS096_E11 1 1 Plasmodium falciparum MaliPS096_E11 hits

....... Plasmodium falciparum Dd2 1 1 Plasmodium falciparum Dd2 hits

...... Plasmodium sp. gorilla clade G1 1 1 Plasmodium sp. gorilla clade G1 hits

...... Plasmodium reichenowi 4 1 Plasmodium reichenowi hits

...... Plasmodium sp. DRC-Itaito 2 1 Plasmodium sp. DRC-Itaito hits

...... Plasmodium sp. gorilla clade G3 1 1 Plasmodium sp. gorilla clade G3 hits

...... Plasmodium gaboni 3 1 Plasmodium gaboni hits

...... Plasmodium sp. gorilla clade G2 2 1 Plasmodium sp. gorilla clade G2 hits

..... Plasmodium (Haemamoeba) 5 2

...... Plasmodium relictum 2 1 Plasmodium relictum hits

...... Plasmodium gallinaceum 3 1 Plasmodium gallinaceum hits
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..... Plasmodium coatneyi 2 1 Plasmodium coatneyi hits

..... Plasmodium (Plasmodium) 33 15

...... Plasmodium ovale 2 3 Plasmodium ovale hits

....... Plasmodium ovale wallikeri 2 1 Plasmodium ovale wallikeri hits

....... Plasmodium ovale curtisi 2 1 Plasmodium ovale curtisi hits

...... Plasmodium fragile 2 1 Plasmodium fragile hits

...... Plasmodium gonderi 2 1 Plasmodium gonderi hits

...... Plasmodium inui San Antonio 1 2 1 Plasmodium inui San Antonio 1 hits

...... Plasmodium vivax 5 5 Plasmodium vivax hits

....... Plasmodium vivax North Korean 1 1 Plasmodium vivax North Korean hits

....... Plasmodium vivax India VII 1 1 Plasmodium vivax India VII hits

....... Plasmodium vivax Brazil I 1 1 Plasmodium vivax Brazil I hits

....... Plasmodium vivax Mauritania I 1 1 Plasmodium vivax Mauritania I hits

...... Plasmodium knowlesi 1 2 Plasmodium knowlesi hits

....... Plasmodium knowlesi strain H 5 1 Plasmodium knowlesi strain H hits

...... Plasmodium cynomolgi strain B 2 1 Plasmodium cynomolgi strain B hits

...... Plasmodium malariae 4 1 Plasmodium malariae hits

..... Plasmodium (Vinckeia) 25 12

...... Plasmodium vinckei 1 5 Plasmodium vinckei hits

....... Plasmodium vinckei brucechwatti 1 1 Plasmodium vinckei brucechwatti hits

....... Plasmodium vinckei lentum 1 1 Plasmodium vinckei lentum hits

....... Plasmodium vinckei petteri 2 1 Plasmodium vinckei petteri hits

....... Plasmodium vinckei vinckei 3 1 Plasmodium vinckei vinckei hits

...... Plasmodium yoelii 3 3 Plasmodium yoelii hits

....... Plasmodium yoelii 17X 1 1 Plasmodium yoelii 17X hits

....... Plasmodium yoelii yoelii 1 1 Plasmodium yoelii yoelii hits

...... Plasmodium chabaudi 6 2

....... Plasmodium chabaudi chabaudi 4 1 Plasmodium chabaudi chabaudi hits

....... Plasmodium chabaudi adami 2 1 Plasmodium chabaudi adami hits

...... Plasmodium berghei 5 2 Plasmodium berghei hits

....... Plasmodium berghei ANKA 1 1 Plasmodium berghei ANKA hits

.... Hepatocystis sp. ex Piliocolobus tephrosceles 1 1 Hepatocystis sp. ex Piliocolobus tephrosceles hits

... Eimeriidae 6 3

.... Eimeria 4 2

..... Eimeria maxima 2 1 Eimeria maxima hits

..... Eimeria acervulina 2 1 Eimeria acervulina hits

.... Cyclospora cayetanensis 2 1 Cyclospora cayetanensis hits

... Apicomplexa sp. 6 1 Apicomplexa sp. hits

. Proteobacteria 92 41

.. Alphaproteobacteria 84 40

... Hyphomicrobiales 21 14

.... Devosia 13 8

..... unclassified Devosia 6 4

...... Devosia sp. FKR38 1 1 Devosia sp. FKR38 hits

...... Devosia sp. S02 1 1 Devosia sp. S02 hits

...... Devosia sp. Root635 2 1 Devosia sp. Root635 hits

...... Devosia sp. Root436 2 1 Devosia sp. Root436 hits

..... Devosia epidermidihirudinis 2 1 Devosia epidermidihirudinis hits

..... Devosia limi 1 2 Devosia limi hits

...... Devosia limi DSM 17137 3 1 Devosia limi DSM 17137 hits

..... Devosia naphthalenivorans 1 1 Devosia naphthalenivorans hits

.... Rhizobiales bacterium 1 1 Rhizobiales bacterium hits

.... Bradyrhizobium 7 5

..... unclassified Bradyrhizobium 2 5 unclassified Bradyrhizobium hits

...... Bradyrhizobium sp. 1S1 1 1 Bradyrhizobium sp. 1S1 hits

...... Bradyrhizobium sp. 162S2 1 1 Bradyrhizobium sp. 162S2 hits

...... Bradyrhizobium sp. 2S1 2 1 Bradyrhizobium sp. 2S1 hits

...... Bradyrhizobium sp. 6(2017) 1 1 Bradyrhizobium sp. 6(2017) hits

... Rhodobacterales 5 4

.... Rhodobacteraceae 4 3

..... Oceanibium sediminis 1 1 Oceanibium sediminis hits
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..... Oceanomicrobium pacificus 2 1 Oceanomicrobium pacificus hits

..... Rhodobacteraceae bacterium 1 1 Rhodobacteraceae bacterium hits

.... Rhodobacterales bacterium TMED271 1 1 Rhodobacterales bacterium TMED271 hits

... Pelagibacterales 16 3

.... Candidatus Fonsibacter 13 2

..... Candidatus Fonsibacter lacus 9 1 Candidatus Fonsibacter lacus hits

..... Candidatus Fonsibacter ubiquis 4 1 Candidatus Fonsibacter ubiquis hits

.... Pelagibacterales bacterium 3 1 Pelagibacterales bacterium hits

... Rhodospirillales 16 9

.... Rhodospirillales bacterium 2 1 Rhodospirillales bacterium hits

.... Rhodospirillaceae 14 8

..... Limibacillus halophilus 2 1 Limibacillus halophilus hits

..... Oceanibaculum 7 4

...... Oceanibaculum indicum 2 2 Oceanibaculum indicum hits

....... Oceanibaculum indicum P24 1 1 Oceanibaculum indicum P24 hits

...... Oceanibaculum pacificum 2 1 Oceanibaculum pacificum hits

...... Oceanibaculum nanhaiense 2 1 Oceanibaculum nanhaiense hits

..... Rhodovibrio 4 2

...... Rhodovibrio sodomensis 2 1 Rhodovibrio sodomensis hits

...... Rhodovibrio salinarum 2 1 Rhodovibrio salinarum hits

..... Rhodospirillaceae bacterium 1 1 Rhodospirillaceae bacterium hits

... unclassified Alphaproteobacteria 16 5

.... Alphaproteobacteria bacterium 12 1 Alphaproteobacteria bacterium hits

.... Alphaproteobacteria bacterium MarineAlpha9_Bin7 1 1 Alphaproteobacteria bacterium MarineAlpha9_Bin7 hits

.... Alphaproteobacteria bacterium MarineAlpha9_Bin5 1 1 Alphaproteobacteria bacterium MarineAlpha9_Bin5 hits

.... Alphaproteobacteria bacterium MarineAlpha9_Bin6 1 1 Alphaproteobacteria bacterium MarineAlpha9_Bin6 hits

.... Alphaproteobacteria bacterium MarineAlpha2_Bin1 1 1 Alphaproteobacteria bacterium MarineAlpha2_Bin1 hits

... Sphingomonadales bacterium 1 1 Sphingomonadales bacterium hits

... Kordiimonadales 6 3

.... Kordiimonadaceae 5 2

..... Eilatimonas milleporae 2 1 Eilatimonas milleporae hits

..... Kordiimonadaceae bacterium 3 1 Kordiimonadaceae bacterium hits

.... Kordiimonadales bacterium 1 1 Kordiimonadales bacterium hits

... Brevundimonas sp. 3 1 Brevundimonas sp. hits

.. Proteobacteria bacterium 8 1 Proteobacteria bacterium hits

https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2692916
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1904441
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1986637
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=54526
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2045213
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2576439
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1925548
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2026776
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=204441
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2026786
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=41295
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1579333
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=659693
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=526216
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1207063
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=580166
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1909734
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=85274
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1088
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1087
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1898112
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=33807
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1913988
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013102
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=2013100
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https://www.ncbi.nlm.nih.gov/tools/cobalt/cobalt.cgi?CMD=Web
https://www.ncbi.nlm.nih.gov/tools/cobalt/cobalt.cgi?CMD=Web
https://www.ncbi.nlm.nih.gov/tools/cobalt/cobalt.cgi?CMD=RecentRes
https://www.ncbi.nlm.nih.gov/tools/cobalt/cobalt.cgi?CMD=Doc
https://www.ncbi.nlm.nih.gov/blast/treeview/treeView.cgi?request=page&cobaltRID=7PBDUR3F212&request=page&checkStatus=on&link_loc=alignPage
https://www.ncbi.nlm.nih.gov/tools/cobalt/cobalt.cgi?CMD=Web&cobaltRID=7PBDUR3F212&link_loc=alignPage
https://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&RID=7PB8BBYK016&OLD_BLAST=false
https://www.ncbi.nlm.nih.gov/protein/5NFR_A?report=genbank&log$=prottop&blast_rank=1&RID=7PBDUR3F212
https://cdc.gov/coronavirus
https://covid19.nih.gov/
https://www.ncbi.nlm.nih.gov/sars-cov-2/
https://combatcovid.hhs.gov/
https://salud.nih.gov/covid-19/
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 6R8G_A Related Information
 XP_966170.1 malate dehydrogenase [Plasmodium falciparum 3D7] Related Information
 XP_012761998.1 malate dehydrogenase [Plasmodium reichenowi] Related Information
 CAC9696262.1 malate dehydrogenase [Plasmodium sp. DRC-Itaito]
 ETW50453.1 hypothetical protein PFMALIP_01469 [Plasmodium falciparum MaliPS096_E11]
 SOV74725.1 malate dehydrogenase [Plasmodium sp. gorilla clade G3]
 SOV21691.1 malate dehydrogenase [Plasmodium sp. DRC-Itaito]
 XP_018642816.1 malate dehydrogenase [Plasmodium gaboni] Related Information
 XP_028537330.1 malate dehydrogenase [Plasmodium sp. gorilla clade G2] Related Information
 XP_028533952.1 malate dehydrogenase, putative [Plasmodium relictum] Related Information
 XP_019915696.1 Malate dehydrogenase [Plasmodium coatneyi] Related Information
 SBT38197.1 malate dehydrogenase, putative (MDH) [Plasmodium ovale wallikeri] Related Information
 SBS85361.1 malate dehydrogenase, putative (MDH) [Plasmodium ovale curtisi] Related Information
 XP_012335265.1 malate dehydrogenase, NAD-dependent [Plasmodium fragile] Related Information
 XP_028544431.1 malate dehydrogenase [Plasmodium gonderi] Related Information
 XP_008814730.1 malate dehydrogenase [Plasmodium inui San Antonio 1] Related Information
 XP_001616198.1 malate dehydrogenase, putative [Plasmodium vivax] Related Information
 KMZ79541.1 malate dehydrogenase [Plasmodium vivax India VII] Related Information
 XP_028526585.1 malate dehydrogenase, putative [Plasmodium gallinaceum] Related Information
 XP_002261491.1 malate dehydrogenase, putative [Plasmodium knowlesi strain H] Related Information
 XP_004223317.1 malate dehydrogenase [Plasmodium cynomolgi strain B] Related Information
 CAD2095064.1 malate dehydrogenase, putative [Plasmodium vinckei brucechwatti]
 ETB56770.1 malate dehydrogenase, NAD-dependent [Plasmodium yoelii 17X]
 KOB87837.1 hypothetical protein PFDG_04373 [Plasmodium falciparum Dd2]
 SBT79735.1 malate dehydrogenase, putative [Plasmodium malariae]
 XP_028862636.1 malate dehydrogenase, putative [Plasmodium malariae] Related Information
 XP_022812395.1 malate dehydrogenase, putative [Plasmodium yoelii] Related Information
 XP_737386.2 malate dehydrogenase, putative [Plasmodium chabaudi chabaudi] Related Information
 VWU52414.1 malate dehydrogenase [Hepatocystis sp. ex Piliocolobus tephrosceles]
 CAD2108495.1 malate dehydrogenase, putative [Plasmodium vinckei]
 CAD2095098.1 malate dehydrogenase, putative [Plasmodium vinckei lentum]
 SCN61096.1 malate dehydrogenase, putative [Plasmodium chabaudi adami]
 EUD73291.1 malate dehydrogenase [Plasmodium vinckei petteri] Related Information
 XP_008624410.2 malate dehydrogenase, putative [Plasmodium vinckei vinckei] Related Information
 KEG02700.1 malate dehydrogenase [Plasmodium vinckei vinckei] Related Information
 XP_034422383.1 malate dehydrogenase, putative [Plasmodium berghei ANKA] Related Information
 EAA22943.1 malate dehydrogenase [Plasmodium yoelii yoelii]
 4PLH_A Crystal structure of ancestral apicomplexan malate dehydrogenase with oxamate [Apicomplexa] Related Information
 4PLT_A Crystal structure of ancestral apicomplexan malate dehydrogenase with oxamate [Apicomplexa] Related Information
 4PLC_A Crystal structure of ancestral apicomplexan lactate dehydrogenase with malate [Apicomplexa] Related Information
 WP_137152966.1 malate dehydrogenase [Devosia sp. FKR38]
 WP_193334840.1 malate dehydrogenase [Devosia sp. S02]
 WP_112321891.1 malate dehydrogenase [Oceanibium sediminis]
 NCU49226.1 malate dehydrogenase [Candidatus Fonsibacter lacus]
 WP_046140904.1 malate dehydrogenase [Devosia epidermidihirudinis] Related Information
 GDX35174.1 malate dehydrogenase [Pelagibacterales bacterium]
 NCU53456.1 malate dehydrogenase [Candidatus Fonsibacter lacus]
 NCU63045.1 malate dehydrogenase [Candidatus Fonsibacter lacus]
 WP_046135361.1 malate dehydrogenase [Devosia limi] Related Information
 WP_160851963.1 malate dehydrogenase [Oceanomicrobium pacificus] Related Information
 MBK8210760.1 malate dehydrogenase [Rhodospirillales bacterium]
 XP_013336105.1 malate dehydrogenase, putative [Eimeria maxima] Related Information
 NBY89657.1 malate dehydrogenase [Proteobacteria bacterium]
 PCJ41639.1 malate dehydrogenase [Alphaproteobacteria bacterium]
 NCU49057.1 malate dehydrogenase [Candidatus Fonsibacter lacus]
 NCU69999.1 malate dehydrogenase [Candidatus Fonsibacter lacus] Related Information
 NBQ46335.1 malate dehydrogenase [Proteobacteria bacterium]
 XP_013246728.1 malate dehydrogenase, putative [Eimeria acervulina] Related Information

https://www.ncbi.nlm.nih.gov/protein/6R8G_A?report=genbank&log$=prottop&blast_rank=2&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_966170.1?report=genbank&log$=prottop&blast_rank=3&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_012761998.1?report=genbank&log$=prottop&blast_rank=4&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/CAC9696262.1?report=genbank&log$=prottop&blast_rank=5&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/ETW50453.1?report=genbank&log$=prottop&blast_rank=6&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/SOV74725.1?report=genbank&log$=prottop&blast_rank=7&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/SOV21691.1?report=genbank&log$=prottop&blast_rank=8&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_018642816.1?report=genbank&log$=prottop&blast_rank=9&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_028537330.1?report=genbank&log$=prottop&blast_rank=10&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_028533952.1?report=genbank&log$=prottop&blast_rank=11&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_019915696.1?report=genbank&log$=prottop&blast_rank=12&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/SBT38197.1?report=genbank&log$=prottop&blast_rank=13&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/SBS85361.1?report=genbank&log$=prottop&blast_rank=14&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_012335265.1?report=genbank&log$=prottop&blast_rank=15&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_028544431.1?report=genbank&log$=prottop&blast_rank=16&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_008814730.1?report=genbank&log$=prottop&blast_rank=17&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_001616198.1?report=genbank&log$=prottop&blast_rank=18&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/KMZ79541.1?report=genbank&log$=prottop&blast_rank=19&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_028526585.1?report=genbank&log$=prottop&blast_rank=20&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_002261491.1?report=genbank&log$=prottop&blast_rank=21&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_004223317.1?report=genbank&log$=prottop&blast_rank=22&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/CAD2095064.1?report=genbank&log$=prottop&blast_rank=23&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/ETB56770.1?report=genbank&log$=prottop&blast_rank=24&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/KOB87837.1?report=genbank&log$=prottop&blast_rank=25&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/SBT79735.1?report=genbank&log$=prottop&blast_rank=26&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_028862636.1?report=genbank&log$=prottop&blast_rank=27&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_022812395.1?report=genbank&log$=prottop&blast_rank=28&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_737386.2?report=genbank&log$=prottop&blast_rank=29&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/VWU52414.1?report=genbank&log$=prottop&blast_rank=30&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/CAD2108495.1?report=genbank&log$=prottop&blast_rank=31&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/CAD2095098.1?report=genbank&log$=prottop&blast_rank=32&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/SCN61096.1?report=genbank&log$=prottop&blast_rank=33&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/EUD73291.1?report=genbank&log$=prottop&blast_rank=34&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_008624410.2?report=genbank&log$=prottop&blast_rank=35&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/KEG02700.1?report=genbank&log$=prottop&blast_rank=36&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_034422383.1?report=genbank&log$=prottop&blast_rank=37&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/EAA22943.1?report=genbank&log$=prottop&blast_rank=38&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/4PLH_A?report=genbank&log$=prottop&blast_rank=39&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/4PLT_A?report=genbank&log$=prottop&blast_rank=40&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/4PLC_A?report=genbank&log$=prottop&blast_rank=41&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_137152966.1?report=genbank&log$=prottop&blast_rank=42&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_193334840.1?report=genbank&log$=prottop&blast_rank=43&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_112321891.1?report=genbank&log$=prottop&blast_rank=44&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/NCU49226.1?report=genbank&log$=prottop&blast_rank=45&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_046140904.1?report=genbank&log$=prottop&blast_rank=46&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/GDX35174.1?report=genbank&log$=prottop&blast_rank=47&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/NCU53456.1?report=genbank&log$=prottop&blast_rank=48&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/NCU63045.1?report=genbank&log$=prottop&blast_rank=49&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_046135361.1?report=genbank&log$=prottop&blast_rank=50&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_160851963.1?report=genbank&log$=prottop&blast_rank=51&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MBK8210760.1?report=genbank&log$=prottop&blast_rank=52&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_013336105.1?report=genbank&log$=prottop&blast_rank=53&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/NBY89657.1?report=genbank&log$=prottop&blast_rank=54&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/PCJ41639.1?report=genbank&log$=prottop&blast_rank=55&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/NCU49057.1?report=genbank&log$=prottop&blast_rank=56&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/NCU69999.1?report=genbank&log$=prottop&blast_rank=57&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/NBQ46335.1?report=genbank&log$=prottop&blast_rank=58&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_013246728.1?report=genbank&log$=prottop&blast_rank=59&RID=7PBDUR3F212
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 HEC00426.1 TPA: malate dehydrogenase [Sphingomonadales bacterium]
 WP_121938586.1 malate dehydrogenase [Eilatimonas milleporae] Related Information
 NCU46848.1 malate dehydrogenase [Candidatus Fonsibacter lacus] Related Information
 MBI1328659.1 malate dehydrogenase [Alphaproteobacteria bacterium]
 RCL75573.1 malate dehydrogenase [Alphaproteobacteria bacterium]
 WP_099340841.1 malate dehydrogenase [Candidatus Fonsibacter ubiquis] Related Information
 WP_056229719.1 malate dehydrogenase [Devosia sp. Root635] Related Information
 MBM5787331.1 malate dehydrogenase [Pelagibacterales bacterium]
 HIB19697.1 TPA: malate dehydrogenase [Alphaproteobacteria bacterium]
 WP_183417264.1 malate dehydrogenase [Limibacillus halophilus] Related Information
 MQA65584.1 malate dehydrogenase [Alphaproteobacteria bacterium]
 PPR17482.1 malate dehydrogenase [Alphaproteobacteria bacterium MarineAlpha9_Bin7]
 WP_108459774.1 malate dehydrogenase [Devosia naphthalenivorans]
 NBT38276.1 malate dehydrogenase [Proteobacteria bacterium] Related Information
 WP_008943063.1 malate dehydrogenase [Oceanibaculum indicum] Related Information
 RYE11063.1 malate dehydrogenase [Rhizobiales bacterium]
 MAL87662.1 malate dehydrogenase [Brevundimonas sp.] Related Information
 MAP00672.1 malate dehydrogenase [Rhodobacteraceae bacterium]
 PPR37875.1 malate dehydrogenase [Alphaproteobacteria bacterium MarineAlpha9_Bin5] Related Information
 PPR36537.1 malate dehydrogenase [Alphaproteobacteria bacterium MarineAlpha9_Bin6] Related Information
 WP_056254967.1 malate dehydrogenase [Devosia sp. Root436] Related Information
 OUX44185.1 malate dehydrogenase [Rhodobacterales bacterium TMED271]
 WP_200339844.1 malate dehydrogenase [Rhodovibrio sodomensis] Related Information
 XP_022589240.1 uncharacterized protein LOC34621309 [Cyclospora cayetanensis] Related Information
 WP_166213281.1 MULTISPECIES: malate dehydrogenase [unclassified Bradyrhizobium] Related Information
 6VDH_A Crystal structure of ancestral apicomplexan lactate dehydrogenase in alternate dimer configuratio Related Information
 TAH36160.1 malate dehydrogenase [Alphaproteobacteria bacterium]
 WP_067555953.1 malate dehydrogenase [Oceanibaculum pacificum] Related Information
 MBA2590478.1 malate dehydrogenase [Alphaproteobacteria bacterium]
 MBO6506542.1 malate dehydrogenase [Kordiimonadaceae bacterium] Related Information
 PCI63361.1 malate dehydrogenase [Kordiimonadales bacterium]
 PPR79434.1 malate dehydrogenase [Alphaproteobacteria bacterium MarineAlpha2_Bin1]
 WP_166300597.1 malate dehydrogenase [Bradyrhizobium sp. 2S1] Related Information
 MBI3675661.1 malate dehydrogenase [Proteobacteria bacterium]
 MBT05681.1 malate dehydrogenase [Rhodospirillaceae bacterium]
 MBK8174980.1 malate dehydrogenase [Rhodospirillales bacterium]
 WP_029081325.1 MULTISPECIES: malate dehydrogenase [unclassified Bradyrhizobium] Related Information
 WP_027287413.1 malate dehydrogenase [Rhodovibrio salinarum] Related Information
 MBN9587800.1 malate dehydrogenase [Alphaproteobacteria bacterium]
 MBC7134210.1 malate dehydrogenase [Oceanibaculum nanhaiense]
 WP_086463724.1 malate dehydrogenase [Oceanibaculum nanhaiense]

Alignments  Select All  Mouse over the sequence identifer for sequence title

View Format: Compact   Conservation Setting: 2 Bits  

5NFR_A          1    --   -[ 1]TKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILGTNQIEDIKDAD  71 
6R8G_A          1    --   -[ 1]TKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILGTNQIEDIKDAD  71 
XP_966170.1     1    --   -[ 1]TKIALIGSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILGTNQIEDIKDAD  71 
XP_012761998.1  1    --   -[ 1]TKIALIGSGQIGAIVGELCLMENLGDLVLYDVVPGIPQGKALDLKHFSTILGVNRNIIGTNQIEDIKDAD  71 
CAC9696262.1    1    --   -[ 1]TKIALIGSGQIGAIVGELCLMENFGDLVLYDVVPGIPQGKALDLKHFSTILGVNRNILGTNQIEDIKDAD  71 
ETW50453.1      1    --   -[ 1]Y----ICSGQIGAIVGELCLLENLGDLILYDVVPGIPQGKALDLKHFSTILGVNRNILGTNQIEDIKDAD  67 
SOV74725.1      1    --   -[ 1]TKIALIGSGQIGAIVGELCLMENFGDLVLYDVVPGIPQGKALDLKHFSTILGVNKNILGTNQIEDIKDAD  71 
SOV21691.1      1    --   -[ 1]TKIALIGSGQIGTIVGELCLMENFGDLVLYDVVGGIPQGKALDLKHFSTILGVNRNIVGTNQIEDIKDSD  71 
XP_018642816.1  1    --   -[ 1]TKIALIGSGQIGTIVGELCLMENFGDLVLYDVVGGIPQGKALDLKHFSTILGVNRNIVGTNQIEDIKDSD  71 
XP_028537330.1  1    --   -[ 1]TKIALIGSGQIGTIVGELCLMENFGDLVLYDVVPGIPQGKALDLKHFSTILGVNRNIVGTNQIEDIKDSD  71 
XP_028533952.1  1    --   -[ 1]TKISLIGSGQIGALVGELCLIENLGDIVLYDVVQGIPQGKCLDLKHFSTILGVNRNILGSNNIEDIKDSD  71 

https://www.ncbi.nlm.nih.gov/protein/HEC00426.1?report=genbank&log$=prottop&blast_rank=60&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_121938586.1?report=genbank&log$=prottop&blast_rank=61&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/NCU46848.1?report=genbank&log$=prottop&blast_rank=62&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MBI1328659.1?report=genbank&log$=prottop&blast_rank=63&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/RCL75573.1?report=genbank&log$=prottop&blast_rank=64&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_099340841.1?report=genbank&log$=prottop&blast_rank=65&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_056229719.1?report=genbank&log$=prottop&blast_rank=66&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MBM5787331.1?report=genbank&log$=prottop&blast_rank=67&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/HIB19697.1?report=genbank&log$=prottop&blast_rank=68&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_183417264.1?report=genbank&log$=prottop&blast_rank=69&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MQA65584.1?report=genbank&log$=prottop&blast_rank=70&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/PPR17482.1?report=genbank&log$=prottop&blast_rank=71&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_108459774.1?report=genbank&log$=prottop&blast_rank=72&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/NBT38276.1?report=genbank&log$=prottop&blast_rank=73&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_008943063.1?report=genbank&log$=prottop&blast_rank=74&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/RYE11063.1?report=genbank&log$=prottop&blast_rank=75&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MAL87662.1?report=genbank&log$=prottop&blast_rank=76&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MAP00672.1?report=genbank&log$=prottop&blast_rank=77&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/PPR37875.1?report=genbank&log$=prottop&blast_rank=78&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/PPR36537.1?report=genbank&log$=prottop&blast_rank=79&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_056254967.1?report=genbank&log$=prottop&blast_rank=80&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/OUX44185.1?report=genbank&log$=prottop&blast_rank=81&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_200339844.1?report=genbank&log$=prottop&blast_rank=82&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/XP_022589240.1?report=genbank&log$=prottop&blast_rank=83&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_166213281.1?report=genbank&log$=prottop&blast_rank=84&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/6VDH_A?report=genbank&log$=prottop&blast_rank=85&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/TAH36160.1?report=genbank&log$=prottop&blast_rank=86&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_067555953.1?report=genbank&log$=prottop&blast_rank=87&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MBA2590478.1?report=genbank&log$=prottop&blast_rank=88&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MBO6506542.1?report=genbank&log$=prottop&blast_rank=89&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/PCI63361.1?report=genbank&log$=prottop&blast_rank=90&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/PPR79434.1?report=genbank&log$=prottop&blast_rank=91&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_166300597.1?report=genbank&log$=prottop&blast_rank=92&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MBI3675661.1?report=genbank&log$=prottop&blast_rank=93&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MBT05681.1?report=genbank&log$=prottop&blast_rank=94&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MBK8174980.1?report=genbank&log$=prottop&blast_rank=95&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_029081325.1?report=genbank&log$=prottop&blast_rank=96&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_027287413.1?report=genbank&log$=prottop&blast_rank=97&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MBN9587800.1?report=genbank&log$=prottop&blast_rank=98&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/MBC7134210.1?report=genbank&log$=prottop&blast_rank=99&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/WP_086463724.1?report=genbank&log$=prottop&blast_rank=100&RID=7PBDUR3F212
https://www.ncbi.nlm.nih.gov/protein/5NFR_A?report=genbank&log$=protalign&blast_rank=0&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6R8G_A?report=genbank&log$=protalign&blast_rank=1&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_966170.1?report=genbank&log$=protalign&blast_rank=2&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_012761998.1?report=genbank&log$=protalign&blast_rank=3&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAC9696262.1?report=genbank&log$=protalign&blast_rank=4&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ETW50453.1?report=genbank&log$=protalign&blast_rank=5&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV74725.1?report=genbank&log$=protalign&blast_rank=6&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV21691.1?report=genbank&log$=protalign&blast_rank=7&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_018642816.1?report=genbank&log$=protalign&blast_rank=8&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028537330.1?report=genbank&log$=protalign&blast_rank=9&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028533952.1?report=genbank&log$=protalign&blast_rank=10&RID=7PB8BBYK016
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XP_019915696.1  1    --   -[ 1]PKISMIGSGQIGAIVGQLILLENIGDIVLYDVMQGVPQGKSLDLKHFSTIVGVNKKIVGTNNVEDIKGSD  71 
SBT38197.1      1    --   -[ 1]TKISLIGSGQIGAIVGELCLVENLGDIVLYDVVQGIPQGKSLDLKHFSAILGVNRKIIGTNNVEDIKDSD  71 
SBS85361.1      1    --   -[ 1]TKISLIGSGQIGAIVGELCLVENLGDIVLYDVVQGVPQGKSLDLKHFSAILGVNRKIIGTNNVEDIKDSD  71 
XP_012335265.1  1    --   -[ 1]VKISMVGSGQIGAIVGQLILMENIGDIVLYDVMQGVPQGKSLDLKHFSTIVGVNKKILGTNNVEDIKDSD  71 
XP_028544431.1  1    --   -[ 1]TKISMIGSGQIGAIVGQLVLMENIGDIVLYDVMEGVPQGKSLDLKHFSTIMGINRKIIGTNNVEDIKDSD  71 
XP_008814730.1  1    --   -[ 1]PKISMVGSGQIGAIVGQLILMENIGDIVLYDVVDGVPQGKSLDLKHFSTIVGVNRKILGTNNIEDIKDSD  71 
XP_001616198.1  1    --   -[ 1]PKISMVGSGQIGAIVGQLILMENIGDIVLYDVMQGVPQGKSLDLKHFSTIVGVNKNILGTNNVQDIKDSD  71 
KMZ79541.1      1    --   -[ 1]PKISMVGSGQIGAIVGQLILMENIGDIVLYDVMQGVPQGKSLDLKHFSTIVGVNKNILGTNNVQDIKDSD  71 
XP_028526585.1  1    --   -[ 1]TKISLIGSGQIGALVGELCLIENLGDIVLYDIAVGTPQGKCLDLKHFSTILGVNRKILGTNNIEDIKDSD  71 
XP_002261491.1  1    --   -[ 1]TKISMIGSGQIGTIVGQLILMENIGDIVLYDVMQGVPQGKSLDLKHFSTIVGVNKKIVGTNNVEDIKDSD  71 
XP_004223317.1  1    --   -[ 1]PKISMVGSGQIGAIVGQLILMENIGDIVLYDVMQGVPQGKSLDLKHFSTIVGVNKKILGSNNVEDIKDSD  71 
CAD2095064.1    1    --   -[ 1]TKISLIGSGQIGAIVGQLCLSENIGDIVLYDVVNGIPQGKCLDLKHYSTIIGVNRKIIGTNNVEDIKDSD  71 
ETB56770.1      1    --   -[ 1]TKISLIGSGQIGAIVGQLCLSENIGDIVLYDVANGVPQGKSLDLKHFSTIIGVNRKIIGTNNIEDIKDSD  71 
KOB87837.1           --   -    ----------------------------------------------------------------------   
SBT79735.1      1    --   -[ 1]PKISLIGSGYIGALVGQLCLVDNLGDVVLYDVVQGVPQGKGLDLKHLSTILGVNRIITGTNNIEDIKDSD  71 
XP_028862636.1  1    --   -[ 1]PKISLIGSGYIGALVGQLCLVDNLGDVVLYDVVQGVPQGKGLDLKHLSTILGVNRIITGTNNIEDIKDSD  71 
XP_022812395.1  1    --   -[ 1]TKISLIGSGQIGAIVGQLCLSENIGDIVLYDVANGVPQGKSLDLKHFSTIIGVNRKIIGTNNIEDIKDSD  71 
XP_737386.2     1    --   -[ 1]TKISLIGSGQIGAIVGQLCLSENIGDIVLYDVVNGVPQGKCLDLKHYSAIIGVNRKIIGTNNVEDIKDSD  71 
VWU52414.1      1    --   -[ 1]PKISLIGSGQIGSIVGQLCLQANIGDVLLYDVVEGVPQGRCLDLKHFCSISGINRKIIGTNKIEDIENSD  71 
CAD2108495.1    1    --   -[ 1]TKISLIGSGQIGAIVGQLCLSENIGDIVLYDVVNGIPQGKCLDLKHYSTIIGVNRKIIGTNNVEDIKDSD  71 
CAD2095098.1    1    --   -[ 1]TKISLIGSGQIGAIVGQLCLSENIGDIVLYDVVNGIPQGKCLDLKHYSTIIGVNRKIIGTNNVEDIKDSD  71 
SCN61096.1      1    --   -[ 1]TKISLIGSGQIGAIVGQLCLSENIGDIVLYDVVNGVPQGKCLDLKHYSAIIGVNRKIIGTNNVEDIKDSD  71 
EUD73291.1      1    --   -[ 1]TKISLIGSGQIGAIVGQLCLSENIGDIVLYDVVNGIPQGKCLDLKHYSTIIGVNRKIIGTNNVEDIKDSD  71 
XP_008624410.2  1    --   -[ 1]TKISLIGSGQIGAIVGQLCLSENIGDIVLYDVVNGIPQGKCLDLKHYSTIIGVNRKIIGTNNVEDIKGSD  71 
KEG02700.1      1    --   -[ 1]TKISLIGSGQIGAIVGQLCLSENIGDIVLYDVVNGIPQGKCLDLKHYSTIIGVNRKIIGTNNVEDIKGSD  71 
XP_034422383.1  1    --   -[ 1]PKISLIGSGQIGAIVGQLCLSENIGDIVLYDVVNGIPQGKSLDLKHYSTIIGVNRKIIGTNNIKDITDSD  71 
EAA22943.1      1    MC[6]F[21]TKISLIGSGQIGAIVGQLCLSENIGDIVLYDVANGVPQGKSLDLKHFSTIIGVNRKIIGTNNIEDIKDSD  100 
4PLH_A          1    MT[1]R    KKISLIGAGNIGGTLAHLIAQKELGDVVLFDIVEGMPQGKALDISHSSPIMGSNVKITGTNNYEDIKGSD  74 
4PLT_A          1    MT[1]R    KKISLIGAGNIGGTLAHLIAQKELGDVVLFDIVEGMPQGKALDISHSSPIMGSNVKITGTNNYEDIKGSD  74 
4PLC_A          1    MT[5]R    KKISLIGSGMIGGTMAYLCAQKELGDVVLFDVVKNMPQGKALDLSHSSSIADTNVKVTGTNSYEDIKGSD  78 
WP_137152966.1  1    MA   R    KKIALIGSGQIGGTLAHLAALKDLGDIVLFDIVDGVPQGKALDLSQSAPVEGYNASITGTSKYEDLKDAD  73 
WP_193334840.1  1    MA   R    KKIALIGSGQIGGTLAHLAALKDLGDIVLFDIVDGVPQGKALDLSQSAPVEGYDASITGTSKYEDLKDAD  73 
WP_112321891.1  1    MA   R    AKIALIGSGQIGGTLAHLAALKELGDVVLFDIAEGIPQGKALDIAESSPVDKFDAEMSGTNDYADIAGAD  73 
NCU49226.1      1    MR   -    KKISLIGSGQIGGTLAHLVSLKELGDVVIFDIAAGLPEGKSLDIAQSGAVERFNANLKGTTSYTDIANSD  72 
WP_046140904.1  1    MA   R    KKIALIGSGQIGGTLAHLAALKDLGDIVLFDIVDGVPQGKALDISQSAPVEGYDAKITGTSKYEDLKDAD  73 
GDX35174.1      1    MR   -    KKISLIGSGQIGGTLAHLVSLKELGDVVIFDIAAGLPEGKSLDIAQSGAVERFNANLKGTTSYSDIENSD  72 
NCU53456.1      1    MR   -    KKISLIGSGQIGGTLAHLVSLKELGDVVIFDIAAGLPEGKSLDIAQSGAVERFNANLKGTTSYTDIANSD  72 
NCU63045.1      1    MR   -    KKISLIGSGQIGGTLAHLVSLKELGDVVIFDIAAGLPEGKSLDIAQSGAVERFNANLKGTTSYADIANSD  72 
WP_046135361.1  1    MA   R    KKIALIGSGQIGGTLAHLAALKDLGDIVLFDIVDGVPQGKALDISQSAPVEGYDAKISGTSKYEDLKDAD  73 
WP_160851963.1  1    MA   R    AKIALIGSGQIGGTLAHLAALKELGDVVLFDIADGTPQGKALDIAESAPVDGFDAAMSGTTDYADIADAD  73 
MBK8210760.1    1    MA   R    KKIALVGGGNIGGTLAHLCALKELGDVVLFDIVEGLPQGKALDLAQSMPVEINSTGLKGTNDYADLAGAD  73 
XP_013336105.1  1    MR   R    PKIALVGGGQIGAVLAFLSSLKELGDVSIFDVVEGMPQGKALDISQVGPVEGVDSRVSGSNQFVALQGAD  73 
NBY89657.1      1    MR   -    KKISLIGSGQIGGTLAHLVSLKELGDVVIFDIAAGLPEGKSLDIAQSGAVERFNANLKGTTSYADIANSD  72 
PCJ41639.1      1    MA   R    KKIALIGGGQIGGTLAHLAGLKELGDVVIFDIAEGLPQGKALDLAQSSTIEGYDAAMSGANDYADIKGAD  73 
NCU49057.1      1    MR   -    KKISLIGSGQIGGTLAHLVSLKELGDVVIFDIAAGLPEGKSLDIAQSGAVERFNANLKGTTNYADIANSD  72 
NCU69999.1      1    MR   -    KKISLIGSGQIGGTLAHLVSLKELGDVVIFDIAAGLPEGKSLDIAQSGAVERFNANLKGTTSYADIANSD  72 
NBQ46335.1      1    MR   -    KKISLIGSGQIGGTLAHLVSLKELGDVVIFDIAAGLPEGKSLDIAQSGAVERFNANLKGTTSYADIANSD  72 
XP_013246728.1  1    MR   R    PKIALVGGGQIGAVLAFLSSLKELGDVSIFDVVEGMPQGKALDISQVGPVEGVDNCVSGSNQFAALQGAD  73 
HEC00426.1      1    MA   R    KKIALIGGGQIGGTLAHLAGLKELGDVVIFDIAEGLPQGKALDLAQSSTIEGYDAAMSGANDYADIKDAD  73 
WP_121938586.1  1    MS   R    KKIALIGGGQIGGTLAHLAALKEMGDIVLFDIVEGLPQGKALDLAQSGPVDGFDAALKGANAYKDIEGAD  73 
NCU46848.1      1    MR   -    KKISLIGSGQIGGTLAHLVSLKELGDVVIFDIAAGLPEGKSLDIAQSGAVERFNANLKGTTNYADIANSD  72 
MBI1328659.1    1    MA   R    KKIALIGGGQIGGTLAHLAALKELGDVVLFDIVEGLPQGKTLDLSQSGPVEGFNAKLSGTNSYADIEGAD  73 
RCL75573.1      1    MA   K    AKISLIGAGQIGGTLAHLVALKNLGDVVIFDIAEGTPQGKALDLAESGPVESFNMVLKGTNDYSDIEGSD  73 
WP_099340841.1  1    MR   -    KKISLIGSGQIGGTLAHLVSLKELGDVVIFDIAAGLPEGKSLDIAQSGAVERFNAHLKGTTSYADIENSD  72 
WP_056229719.1  1    MA   R    KKIALIGSGQIGGTLAHLAALKDLGDIVLFDIVDGVPQGKALDISQSAPVEGYDASITGTSKYEDLKGAD  73 
MBM5787331.1    1    MR   -    KKISLIGSGQIGGTLAHLVSLKELGDVVIFDIAAGLPEGKSLDIAQSGAVERFNAHLKGTTSYADIENSD  72 
HIB19697.1      1    MA   R    NKIALIGAGNIGGTLAHLAGLKELGDVVLFDIVKGVPQGKALDIVEASPVEGFDAKFLGVNSYRPIRGTD  73 
WP_183417264.1  1    MA   R    TKIALIGSGQIGGTLALLAGLKELGDVVLFDIAEGIPDGKALDLAQAAPVEGYDAKLSGTSDYAGIAGAD  73 
MQA65584.1      1    MA   R    KKIALIGAGNIGGTLAHLAALKELGDVVLFDVVQGMPQGKALDLAESGPIEGFDATLKGANAYSAIRGAD  73 
PPR17482.1      1    MT   R    NKIALIGAGSIGGTLAHLVGLKELGDVVLFDIVKGVPQGKALDIVEASPVEGFDAKFLGANSYRAIRGAD  73 
WP_108459774.1  1    MA   R    KKIALIGSGQIGGTLAHLAALKDLGDIVLFDIVDGVPQGKALDISQSAPVEGYDAKISGTSKYEDLKDAD  73 

https://www.ncbi.nlm.nih.gov/protein/XP_019915696.1?report=genbank&log$=protalign&blast_rank=11&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT38197.1?report=genbank&log$=protalign&blast_rank=12&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBS85361.1?report=genbank&log$=protalign&blast_rank=13&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_012335265.1?report=genbank&log$=protalign&blast_rank=14&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028544431.1?report=genbank&log$=protalign&blast_rank=15&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_008814730.1?report=genbank&log$=protalign&blast_rank=16&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_001616198.1?report=genbank&log$=protalign&blast_rank=17&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KMZ79541.1?report=genbank&log$=protalign&blast_rank=18&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028526585.1?report=genbank&log$=protalign&blast_rank=19&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_002261491.1?report=genbank&log$=protalign&blast_rank=20&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_004223317.1?report=genbank&log$=protalign&blast_rank=21&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2095064.1?report=genbank&log$=protalign&blast_rank=22&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ETB56770.1?report=genbank&log$=protalign&blast_rank=23&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KOB87837.1?report=genbank&log$=protalign&blast_rank=24&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT79735.1?report=genbank&log$=protalign&blast_rank=25&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028862636.1?report=genbank&log$=protalign&blast_rank=26&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_022812395.1?report=genbank&log$=protalign&blast_rank=27&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_737386.2?report=genbank&log$=protalign&blast_rank=28&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/VWU52414.1?report=genbank&log$=protalign&blast_rank=29&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2108495.1?report=genbank&log$=protalign&blast_rank=30&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2095098.1?report=genbank&log$=protalign&blast_rank=31&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCN61096.1?report=genbank&log$=protalign&blast_rank=32&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EUD73291.1?report=genbank&log$=protalign&blast_rank=33&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_008624410.2?report=genbank&log$=protalign&blast_rank=34&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KEG02700.1?report=genbank&log$=protalign&blast_rank=35&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_034422383.1?report=genbank&log$=protalign&blast_rank=36&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EAA22943.1?report=genbank&log$=protalign&blast_rank=37&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLH_A?report=genbank&log$=protalign&blast_rank=38&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLT_A?report=genbank&log$=protalign&blast_rank=39&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLC_A?report=genbank&log$=protalign&blast_rank=40&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_137152966.1?report=genbank&log$=protalign&blast_rank=41&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_193334840.1?report=genbank&log$=protalign&blast_rank=42&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_112321891.1?report=genbank&log$=protalign&blast_rank=43&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU49226.1?report=genbank&log$=protalign&blast_rank=44&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_046140904.1?report=genbank&log$=protalign&blast_rank=45&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/GDX35174.1?report=genbank&log$=protalign&blast_rank=46&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU53456.1?report=genbank&log$=protalign&blast_rank=47&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU63045.1?report=genbank&log$=protalign&blast_rank=48&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_046135361.1?report=genbank&log$=protalign&blast_rank=49&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_160851963.1?report=genbank&log$=protalign&blast_rank=50&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK8210760.1?report=genbank&log$=protalign&blast_rank=51&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_013336105.1?report=genbank&log$=protalign&blast_rank=52&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBY89657.1?report=genbank&log$=protalign&blast_rank=53&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PCJ41639.1?report=genbank&log$=protalign&blast_rank=54&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU49057.1?report=genbank&log$=protalign&blast_rank=55&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU69999.1?report=genbank&log$=protalign&blast_rank=56&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBQ46335.1?report=genbank&log$=protalign&blast_rank=57&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_013246728.1?report=genbank&log$=protalign&blast_rank=58&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HEC00426.1?report=genbank&log$=protalign&blast_rank=59&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_121938586.1?report=genbank&log$=protalign&blast_rank=60&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU46848.1?report=genbank&log$=protalign&blast_rank=61&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI1328659.1?report=genbank&log$=protalign&blast_rank=62&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RCL75573.1?report=genbank&log$=protalign&blast_rank=63&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_099340841.1?report=genbank&log$=protalign&blast_rank=64&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_056229719.1?report=genbank&log$=protalign&blast_rank=65&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBM5787331.1?report=genbank&log$=protalign&blast_rank=66&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HIB19697.1?report=genbank&log$=protalign&blast_rank=67&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_183417264.1?report=genbank&log$=protalign&blast_rank=68&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MQA65584.1?report=genbank&log$=protalign&blast_rank=69&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR17482.1?report=genbank&log$=protalign&blast_rank=70&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_108459774.1?report=genbank&log$=protalign&blast_rank=71&RID=7PB8BBYK016
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NBT38276.1      1    MR   -    KKISLIGSGQIGGTLAHLISLKELGDVVIFDIAAGLPDGKSLDIAQSGAVERFNANLKGTTSYSDIVNSD  72 
WP_008943063.1  1    MA   R    NKIALVGAGNIGGTLALLAGLKELGDIVLFDIAEGMPQGKALDIAQASPVEDFDAAVSGTNDYADLKGAD  73 
RYE11063.1      1    MA   R    KKIALIGAGQIGGTLAHLAAMKELGDVILFDIVDGTPQGKALDLSQSAPVEGFNANIKGTSEYKDIAGAD  73 
MAL87662.1      1    MA   R    AKIALIGAGMIGGTLAHVAAREALGDVILFDIAEGMPQGKALDIAEATAVIGTDVSLKGANAYEDIAGAD  73 
MAP00672.1      1    MA   K    AKISLIGAGQIGGTLAHLIALKNLGDVVIFDIAEGTPQGKSLDLAESGPVESFNMQLKGTNDYSDIAGSD  73 
PPR37875.1      1    MA   R    NKIALIGAGNIGGTLAHLAGLKELGDVVLFDIVKGVPQGKALDIVEASPIEGFDAKFLGVNSYRPIRGTD  73 
PPR36537.1      1    MA   R    NKIALIGAGNIGGTLAHLAGLKELGDVVLFDIVKGVPQGKALDIVEASPVEGFDAKFLGVNSYRPIRGTD  73 
WP_056254967.1  1    MA   R    KKIALIGSGQIGGTLAHLAALKDLGDIVLFDIVDGVPQGKALDISQSAPVEGYDAKITGTSKYEDLKGSD  73 
OUX44185.1      1    MA   K    AKISLIGAGQIGGTLAHLVALKNLGDVVIFDIAEGTPQGKALDLAESGPVESFNMVLKGTNDYSDIEGSD  73 
WP_200339844.1  1    MA   R    NKIALIGAGQIGGTLALLSGLKQLGDVVLFDIQEGIPQGKALDIAEAAPVEGFDSRVQGTNSYADIKDAD  73 
XP_022589240.1  1    MP   R    PKIALVGGGQIGAVLAFLSSLKELGDVSIFDIVEGMPQGKALDISQVGPIEGFDAALSGANQFSALQGAD  73 
WP_166213281.1  1    MA   R    DKIALIGSGQIGGTLAHLVGLKELGDVVLFDIAEGVPQGKALDIAQSSPVDGFDSNLVGANSYEALDGAK  73 
6VDH_A          1    MA[6]R    PKISLIGSGMIGGTMAYLCALKELGDVVLFDVVKNMPQGKALDLSHSTSVADTNVKVTGTNSYEDIKGSD  79 
TAH36160.1      1    MA[2]R    AKISLIGAGQIGGTLALLAGLKELGDVVLFDVVEGTPQGKGLDIAEAAPVLGFDAKFSGANGYEAIQDSD  75 
WP_067555953.1  1    MA   R    NKIALVGAGNIGGTLALLAGLKDLGDITLFDIAEGMPQGKALDIAQASPVEGFDAVLKGTNDYADLKGAD  73 
MBA2590478.1    1    MA   R    KKIALIGGGQIGGTLAHLAALKELGDVVIFDIAEGLPQGKALDLSQSGPVDGFNAKLSGTNSYADIKGAD  73 
MBO6506542.1    1    MA   R    NKIALIGAGQIGGTLAHLAALKEMGDIVVFDIVEGMPAGKALDLAQSAPVEGYNASLKGANDYADIADAD  73 
PCI63361.1      1    MA   R    KKIALIGGGQIGGTLAHLAALKELGDIVLFDIVEGLPQGKCLDLAQSAAVEGFNAEMTGANDYEAIAGAD  73 
PPR79434.1      1    MT   R    RKIALIGAGNIGGTLAHLIGLKQLGDVVLFDIADGLPQGKALDMAESTPVEGVDISYQGTKSYSKIKGAD  73 
WP_166300597.1  1    MA   R    DKIALIGSGQIGGTLAHLVGLKELGDVVLFDIAEGVPQGKALDIAQSSPVDGFDSNLVGANSYEALDGAK  73 
MBI3675661.1    1    MP   R    RKIALIGGGQIGGTLAHLVGLKELGDCVLFDIVEGLPQGKTLDIAQAGPVEGYDAKFRGTNSYADIAGAD  73 
MBT05681.1      1    MA   R    KKIALIGAGNIGGTLAHLAGLQELGDVVLFDIVKGVPQGKALDIVEASPVSGFDAKYVGTNNYRAIRGAD  73 
MBK8174980.1    1    MA   R    KKIALIGGGNIGGTLAHLCALKELGDVVLFDIVEGLPQGKSLDLLQSTPVERISVSLKGANDYADIAGAD  73 
WP_029081325.1  1    MA   R    DKIALIGSGQIGGTLAHLVGLKELGDVVLFDIAEGVPQGKALDIAQSSPVDGFDSNLVGANSYDALDGAK  73 
WP_027287413.1  1    MA   R    NKIALIGAGQIGGTLALLSGLKQLGDVVLFDIQEGIPQGKALDIAEAAPVEGFDSRLQGANSYADIKDAD  73 
MBN9587800.1    1    MA   R    KKIALIGGGQIGGTLAHLAVLKELGDVVIFDIAEGLPQGKALDLAQSGPVDGFNATLKGTNAYSDIAGAD  73 
MBC7134210.1    1    MA   R    NKIALVGAGNIGGTLALLAGLKELGDIVLFDIAEGLPQGKALDIAQASPVEGFDAAVTGANDYSALKGAD  73 
WP_086463724.1  1    MA   R    NKIALVGAGNIGGTLALLAGLKELGDIVLFDIAEGLPQGKALDIAQASPVEGFDAAVTGANDYSALKGAD  73 

 
5NFR_A          72   IIVITAGVQRKEGMT   REDLIGVNGKIMKSVAESVKLHCSKAFVICVSNPLDIMVNVFHKFSNLPHEKICGMAGILDT  148 
6R8G_A          72   IIVITAGVQRKEGMT   REDLIGVNGKIMKSVAESVKLHCSKAFVICVSNPLDIMVNVFHKFSNLPHEKICGMAGILDT  148 
XP_966170.1     72   IIVITAGVQRKEGMT   REDLIGVNGKIMKSVAESVKLHCSKAFVICVSNPLDIMVNVFHKFSNLPHEKICGMAGILDT  148 
XP_012761998.1  72   IIVITAGVQRKEGMT   REDLIGVNGKIMKSVAESVKLHCSKAFVICVSNPLDIMVNVFHKFSNLPHEKICGMAGILDT  148 
CAC9696262.1    72   IIVITAGVQRKEGMT   REDLIGVNGKIMKSVAESVKLYCSKAFVICVSNPLDIMVNVFHKFSNLPHEKICGMAGILDT  148 
ETW50453.1      68   IIVITAGVQRKEGMT   REDLIGVNGKIMKSVAESVKLHCSKAFVICVSNPLDIMVNVFHKFSNLPHEKICGMAGILDT  144 
SOV74725.1      72   IIVITAGVQRKEGMT   REDLIEVNGKIMKSVAESVKLHCSKAFVICVSNPLDIMVNVFHKFSNLPHEKICGMAGILDT  148 
SOV21691.1      72   IIVITAGVQRKEGMT   REDLIGVNGKIMKDVAESVKLHCSKAFVICVSNPLDIMVNVFHKFSNLPHEKICGMAGILDT  148 
XP_018642816.1  72   IIVITAGVQRKEGMT   REDLIGVNGKIMKGVAESVKLHCSKAFVICVSNPLDIMVNVFHKFSNLPHEKICGMAGILDT  148 
XP_028537330.1  72   IIVITAGVQRKEGMT   REDLIGVNGKIMKGVAESVKLHCSKAFVICVSNPLDIMVNVFHKFSNLPHEKICGMAGILDT  148 
XP_028533952.1  72   VIVITAGMQRKEGMT   REDLIGINGKIMKNVAESVKLYSPNAFVICVSNPLDIMVNVFSKYSNIPHEKVCGMAGILDT  148 
XP_019915696.1  72   VIVITAGVQRKEGMT   REDLIGINGKIMKSVAESVKLYCPNAFVICVSNPLDIMVNVFHKYSGLPHEKICGMAGILDT  148 
SBT38197.1      72   IIVITAGIQRKEGMT   REDLIGINGKIMKSVAESVKLYSPNAFVICVSNPLDIMVNVFHKYSNLPYEKICGMAGVLDT  148 
SBS85361.1      72   IIVITAGIQRKEGMT   REDLIGINGKIMKSVAESVKLYSPNAFVICVSNPLDIMVNVFHKYSNLPYEKICGMAGVLDT  148 
XP_012335265.1  72   VIVITAGVQRKEGMT   REDLIGINGKIMKSVAESVKLYSPNAFVICVSNPLDIMVNVFHKYSGLPHEKICGMAGILDT  148 
XP_028544431.1  72   VIVITAGIQRKEGMT   REDLIGINGKIMKSVAESVKLYSPNAFVICVSNPLDIMVNVFHKYSGLPYQKICGMAGILDT  148 
XP_008814730.1  72   VLVITAGIQRKEGMT   REDLIGINGKIMKSVAESVKLHSPNAFVICVSNPLDIMVNVFQKYSGLPHEQICGMAGILDT  148 
XP_001616198.1  72   VIVITAGVQRKEGMT   REDLIGINGKIMKSVAESVKVHSPNAFVICVSNPLDIMVNVFQKYSGLPHEQICGMAGILDT  148 
KMZ79541.1      72   VIVITAGVQRKEGMT   REDLIGINGKIMKSVAESVKVHSPNAFVICVSNPLDIMVNVFQKYSGLPHEQICGMAGILDT  148 
XP_028526585.1  72   IIVITAGMQRKEGMT   REDLIGINGKIMKSVAESVKLYSPNAFVICVSNPLDIMVNVFHKYSNLPHEKICGMAGILDT  148 
XP_002261491.1  72   VIVITAGVQRKEGMT   REDLIGINGKIMKSVAESVKLYSPNAFVICVSNPLDIMVNVFHKYSGLPYEKICGMAGILDT  148 
XP_004223317.1  72   VIVITAGVQRKEGMT   REDLIGINGKIMKSVAESVKQYSPNAFVICVSNPLDIMVNVFQKYSGLPHQQICGMAGILDT  148 
CAD2095064.1    72   VIVITAGVQRKEGMS   REDLIGINGKIIKSVAESVKQHAPNAFVICVTNPLDVMVNVFHKYSNLPHEKVCGMAGILDT  148 
ETB56770.1      72   VIVITAGVQRKEGMS   REDLIGINGKIIKSVAESVKQYAPNAFVICVTNPLDVMVNVFHKYSNLPYEKICGMAGILDT  148 
KOB87837.1      1    -------------MT   REDLIGVNGKIMKSVAESVKLHCSKAFVICVSNPLDIMVNVFHKFSNLPHEKICGMAGILDT  64 
SBT79735.1      72   VIVITAGVQRKEGMS   REDLIGVNGKIMKSVAESVKTYSPNAFVICVSNPLDIMVNVFHKYSNLPHEKICGMAGILDT  148 
XP_028862636.1  72   VIVITAGVQRKEGMS   REDLIGVNGKIMKSVAESVKTYSPNAFVICVSNPLDIMVNVFHKYSNLPHEKICGMAGILDT  148 
XP_022812395.1  72   VIVITAGVQRKEGMS   REDLIGINGKIIKSVAESVKQYAPNAFVICVTNPLDVMVNVFHKYSNLPYEKICGMAGILDT  148 
XP_737386.2     72   VIVITAGVQRKEGMS   REDLIGINGKIIKSVAESVKQYAPNAFVICVTNPLDVMVNVFHKYSNLPYEKICGMAGILDT  148 
VWU52414.1      72   VIVITAGMQRKEGMS   REDLIGINGKIMKNVAESVKTYSPNAFVICVSNPLDIMVNVFHKYSNLPVHKICGMAGILDA  148 
CAD2108495.1    72   VIVITAGVQRKEGMS   REDLIGINGKIIKSVAESVKQHAPNAFVICVTNPLDVMVNVFHKYSNLPYEKICGMAGILDT  148 
CAD2095098.1    72   VIVITAGVQRKEGMS   REDLIGINGKIIKSVAESVKQHAPNAFVICVTNPLDVMVNVFHKYSNLPYEKICGMAGILDT  148 

https://www.ncbi.nlm.nih.gov/protein/NBT38276.1?report=genbank&log$=protalign&blast_rank=72&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_008943063.1?report=genbank&log$=protalign&blast_rank=73&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RYE11063.1?report=genbank&log$=protalign&blast_rank=74&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MAL87662.1?report=genbank&log$=protalign&blast_rank=75&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MAP00672.1?report=genbank&log$=protalign&blast_rank=76&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR37875.1?report=genbank&log$=protalign&blast_rank=77&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR36537.1?report=genbank&log$=protalign&blast_rank=78&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_056254967.1?report=genbank&log$=protalign&blast_rank=79&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/OUX44185.1?report=genbank&log$=protalign&blast_rank=80&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_200339844.1?report=genbank&log$=protalign&blast_rank=81&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_022589240.1?report=genbank&log$=protalign&blast_rank=82&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_166213281.1?report=genbank&log$=protalign&blast_rank=83&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6VDH_A?report=genbank&log$=protalign&blast_rank=84&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/TAH36160.1?report=genbank&log$=protalign&blast_rank=85&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_067555953.1?report=genbank&log$=protalign&blast_rank=86&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBA2590478.1?report=genbank&log$=protalign&blast_rank=87&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBO6506542.1?report=genbank&log$=protalign&blast_rank=88&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PCI63361.1?report=genbank&log$=protalign&blast_rank=89&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR79434.1?report=genbank&log$=protalign&blast_rank=90&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_166300597.1?report=genbank&log$=protalign&blast_rank=91&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI3675661.1?report=genbank&log$=protalign&blast_rank=92&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBT05681.1?report=genbank&log$=protalign&blast_rank=93&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK8174980.1?report=genbank&log$=protalign&blast_rank=94&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_029081325.1?report=genbank&log$=protalign&blast_rank=95&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_027287413.1?report=genbank&log$=protalign&blast_rank=96&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBN9587800.1?report=genbank&log$=protalign&blast_rank=97&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBC7134210.1?report=genbank&log$=protalign&blast_rank=98&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_086463724.1?report=genbank&log$=protalign&blast_rank=99&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_A?report=genbank&log$=protalign&blast_rank=0&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6R8G_A?report=genbank&log$=protalign&blast_rank=1&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_966170.1?report=genbank&log$=protalign&blast_rank=2&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_012761998.1?report=genbank&log$=protalign&blast_rank=3&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAC9696262.1?report=genbank&log$=protalign&blast_rank=4&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ETW50453.1?report=genbank&log$=protalign&blast_rank=5&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV74725.1?report=genbank&log$=protalign&blast_rank=6&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV21691.1?report=genbank&log$=protalign&blast_rank=7&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_018642816.1?report=genbank&log$=protalign&blast_rank=8&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028537330.1?report=genbank&log$=protalign&blast_rank=9&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028533952.1?report=genbank&log$=protalign&blast_rank=10&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_019915696.1?report=genbank&log$=protalign&blast_rank=11&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT38197.1?report=genbank&log$=protalign&blast_rank=12&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBS85361.1?report=genbank&log$=protalign&blast_rank=13&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_012335265.1?report=genbank&log$=protalign&blast_rank=14&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028544431.1?report=genbank&log$=protalign&blast_rank=15&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_008814730.1?report=genbank&log$=protalign&blast_rank=16&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_001616198.1?report=genbank&log$=protalign&blast_rank=17&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KMZ79541.1?report=genbank&log$=protalign&blast_rank=18&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028526585.1?report=genbank&log$=protalign&blast_rank=19&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_002261491.1?report=genbank&log$=protalign&blast_rank=20&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_004223317.1?report=genbank&log$=protalign&blast_rank=21&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2095064.1?report=genbank&log$=protalign&blast_rank=22&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ETB56770.1?report=genbank&log$=protalign&blast_rank=23&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KOB87837.1?report=genbank&log$=protalign&blast_rank=24&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT79735.1?report=genbank&log$=protalign&blast_rank=25&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028862636.1?report=genbank&log$=protalign&blast_rank=26&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_022812395.1?report=genbank&log$=protalign&blast_rank=27&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_737386.2?report=genbank&log$=protalign&blast_rank=28&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/VWU52414.1?report=genbank&log$=protalign&blast_rank=29&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2108495.1?report=genbank&log$=protalign&blast_rank=30&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2095098.1?report=genbank&log$=protalign&blast_rank=31&RID=7PB8BBYK016
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SCN61096.1      72   VIVITAGVQRKEGMS   REDLIGINGKIIKSVAESVKQYAPNAFVICVTNPLDVMVNVFHKYSNLPYEKICGMAGILDT  148 
EUD73291.1      72   VIVITAGVQRKEGMS   REDLIGINGKIIKSVAESVKQHAPNAFVICVTNPLDVMVNVFHKYSNLPYEKICGMAGILDT  148 
XP_008624410.2  72   VIIITAGVQRKEGMS   REDLIGINGKIIKSVAESVKQHAPNAFVICVTNPLDVMVNIFHKYSNLPYEKICGMAGILDT  148 
KEG02700.1      72   VIIITAGVQRKEGMS   RDDLIGINGKIIKSVAESVKQHAPNAFVICVTNPLDVMVNIFHKYSNLPYEKICGMAGILDT  148 
XP_034422383.1  72   VIVITAGVQRKEGMS   REDLIGINGKIIKSVAESVKQYAPNAFVICVTNPLDVMVNVFHKYSNLPYEKICGMAGILDT  148 
EAA22943.1      101  VIVITAGVQRKEGMS   REDLIGINGKIIKSVAESVKQYAPNAFVICVTNPLDVMVNVFHKYSNLPYEKICGMAGILDT  177 
4PLH_A          75   VVIITAGIPRKPGMS   RDDLLSVNAKIMKDVAENIKKYCPNAFVIVVTNPLDVMVYVLHKYSGLPHNKVCGMAGVLDS  151 
4PLT_A          75   VVIITAGIPRKPGKS[5]RDDLLSVNAKIMKDVAENIKKYCPNAFVIVVTNPLDVMVYVLHKYSGLPHNKVCGMAGVLDS  156 
4PLC_A          79   VVIITAGLTKAPGKS[5]RDDLLPFNAKIMREVGENIKKYCPNAFVIVITNPLDVMVKVLHEHSGLPKNKVCGMAGVLDS  160 
WP_137152966.1  74   VVIVTAGVPRKPGMS   RDDLLEINLKVMEQVGAGIAKYCPKAFVICITNPLDAMVWALQKFSGLATNQVIGMAGVLDS  150 
WP_193334840.1  74   VVIVTAGVPRKPGMS   RDDLLEINLKVMEQVGAGIAKYAPKAFVICITNPLDAMVWALQKFSGLPTNMVIGMAGVLDS  150 
WP_112321891.1  74   VCIVTAGVARKPGMS   RDDLLGINLKVMKSVGEGIAKHAPNAFVICITNPLDAMVWALREFSGLPHEKVCGMAGVLDS  150 
NCU49226.1      73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKKYSPNAFVICITNPLDVMVLALQKYSGLPAEKVVGMAGVLDS  149 
WP_046140904.1  74   VVIVTAGVPRKPGMS   RDDLLEINLKVMEQVGAGIAKYAPKAFVICITNPLDAMVWALQKFSGLPTNQVIGMAGVLDS  150 
GDX35174.1      73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKKYSPKAFVICITNPLDVMVLALQKYSGLPAERVVGMAGVLDS  149 
NCU53456.1      73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKKYSPNAFVICITNPLDVMVLALQKYSGLPAEKVVGMAGVLDS  149 
NCU63045.1      73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKKYSPNAFVICITNPLDVMVLALQKYSGLPAEKVVGMAGVLDS  149 
WP_046135361.1  74   VVIVTAGVPRKPGMS   RDDLLEINLKVMEQVGAGIAKYAPKAFVICITNPLDAMVWALQKFSGLPTSQVIGMAGVLDS  150 
WP_160851963.1  74   VCIVTAGVARKPGMS   RDDLLGINLKVMKSVGEGIRDNAPNAFVICITNPLDAMVWALREFSGLPHHKVCGMAGILDS  150 
MBK8210760.1    74   VVIVTAGVARKPGMS   RDDLIGINTKVMKAVGEGIKAHCPKAFVICITNPLDVMVWVLREFSGQPYNMVCGMAGVLDS  150 
XP_013336105.1  74   VVIVTAGVPRKPGMS   RDDLLSINSKIVSEVADNIKIHAPDAFVICITNPLDAMVQLMRERSGLPHAKVVGMAGVLDS  150 
NBY89657.1      73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKKYSPNAFVICITNPLDVMVLALQKYSGLPAEKVVGMAGVLDS  149 
PCJ41639.1      74   VVIVTAGVPRKPGMS   RDDLLGINLKVMKAVGEGIRDNAPDAFVICITNPLDVMVWALQQFSGLPAKKVVGMAGVLDS  150 
NCU49057.1      73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKKYSPNAFVICITNPLDVMVLALQKYSGLPAEKVVGMAGVLDS  149 
NCU69999.1      73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKKYSPNAFVICITNPLDVMVLALQKYSGLPAEKVVGMAGVLDS  149 
NBQ46335.1      73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKKYSPNAFVICITNPLDVMVLALQKYSGLPAEKVVGMAGVLDS  149 
XP_013246728.1  74   VVIVTAGVPRKPGMS   RDDLLSINSKIVSEVAENIKIHAPDAFVICITNPLDAMVQLMRERSGLPHAKVVGMAGVLDS  150 
HEC00426.1      74   VVIVTAGVPRKPGMS   RDDLLGINLKVMKAVGEGIRDNAPDAFVICITNPLDVMVWALQQFSGLPANKVVGMAGVLDS  150 
WP_121938586.1  74   VVIVTAGVPRKPGMS   RDDLLGINLKVMKAVGEGIRQYAPNAFVICITNPLDAMVWALQKFSGLPTEKVCGMAGVLDS  150 
NCU46848.1      73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKKYSPNAFVICITNPLDVMVLALQKYSGLPAEKVVGMAGVLDS  149 
MBI1328659.1    74   VVIVTAGVPRKPGMS   RDDLLGINLKVMAAVGEGIKNHAPNAFVICITNPLDAMVWALRQFSGLPHNKVVGMAGVLDS  150 
RCL75573.1      74   VCIVTAGVARKPGMS   RDDLLGINLKVMKSVAEGISTHAPNAFVICITNPLDAMVWALKEYSGLPHEKVVGMAGVLDS  150 
WP_099340841.1  73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKKYSPKAFVICITNPLDVMVLALQKYSGLPAERVVGMAGVLDS  149 
WP_056229719.1  74   VVIVTAGVPRKPGMS   RDDLLEINLKVMEQVGAGIAKYAPKAFVICITNPLDAMVWALQKFSGLPTNQVIGMAGVLDS  150 
MBM5787331.1    73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKKYSPKAFVICITNPLDVMVLALQKYSGLPAERVVGMAGVLDS  149 
HIB19697.1      74   LVIVTAGIPRKPGMS   RDDLIGINTGVMEAVGAGIKANCPGAFVICITNPLDAMVWALREASGLPHHKVVGMAGILDS  150 
WP_183417264.1  74   VVIVTAGVPRKPGMS   RDDLLGINLKVMESVGKGIRENCPDAFVICITNPLDAMVWALREASGLPHAKVVGMAGVLDS  150 
MQA65584.1      74   VVIVTAGIARKPGMS   RDDLLGINSGIVQTVGKAIKQYCPKAFVIVITNPLDVMVGVMRDASGLPHNRVVGMAGVLDS  150 
PPR17482.1      74   LVVVTAGIPRKPGMS   RDDLIGVNTRVMEAVGAGIKTNCPKAFVICITNPLDAMVWALREASGLAHSKVVGMAGILDS  150 
WP_108459774.1  74   VVIVTAGVPRKPGMS   RDDLLEINLKVMEQVGAGIAKYAPDAFVICITNPLDAMVWALQKFSGLPANKVIGMAGVLDS  150 
NBT38276.1      73   VIIVTAGVPRKEGMS   RDDLLGINSKVMKQVGEGIKRYSPNAFVICITNPLDVMVLALQKYSGLPAEKVVGMAGVLDS  149 
WP_008943063.1  74   VVIVTAGVPRKPGMS   RDDLVGINTKVMRSVGAGIKAHCPDAFVICITNPLDVMVGVLREACGLPHEKVVGMAGVLDS  150 
RYE11063.1      74   VVIVTAGVPRKPGMS   RDDLLEINLKVMEQVGAGIAKYAPDAFVICITNPLDAMVWALQKFSGLPSSKVIGMAGVLDS  150 
MAL87662.1      74   VCIVTAGVPRKPGMS   RDDLIGINLKVMKAVGEGIKAHAPNAFVICITNPLDAMVWALQKFSGLPKEKVVGMAGVLDS  150 
MAP00672.1      74   VCIVTAGVPRKPGMS   RDDLLGINLKVMKSVAEGISTHAPNAFVICITNPLDAMVWALKEFSGLPHEKVVGMAGVLDS  150 
PPR37875.1      74   LVIVTAGIPRKPGMS   RDDLIGINTGVMEAVGAGIKANCPGAFVICITNPLDAMVWALREASGLPHHKVVGMAGILDS  150 
PPR36537.1      74   LVIVTAGIPRKPGMS   RDDLIGINTGVMEAVGAGIKANCPGAFVICITNPLDAMVWALREASGLPHHKVVGMAGILDS  150 
WP_056254967.1  74   VVIVTAGVPRKPGMS   RDDLLEINLKVMEQVGAGIAKYAPKAFVICITNPLDAMVWALQKFSGLPTNQVIGMAGVLDS  150 
OUX44185.1      74   VCIVTAGVARKPGMS   RDDLLGINLKVMKSVAEGISTHAPNAFVICITNPLDAMVWALKEYSGLPHEKVVGMAGVLDS  150 
WP_200339844.1  74   VVIVTAGVPRKPGMS   RDDLVETNAKVMHQVGEGIKNNCPNAFVICITNPLDAMVYVLQQAAGLPPEKVCGMAGVLDS  150 
XP_022589240.1  74   VVIVTAGVPRKPGMS   RDDLLSINSKIVTGVADSIKLYAPDAFVICLTNPLDAMVQLMRERSGLPPQKVVGMAGVLDA  150 
WP_166213281.1  74   VCIVTAGVPRKPGMS   RDDLLSINLKVMEQVGAGIKKYAPDAFVICITNPLDAMVWALQKASGLPHKKVVGMAGVLDS  150 
6VDH_A          80   VVIITAGLTKVPGKS[5]RDDLLPINAKIMKEVGENIKKYCPNAFVICITNPLDVMVKVLQEASGLPHNKVCGMAGVLDS  161 
TAH36160.1      76   VVIVTAGIPRKPGMS   RDDLIGTNTKVMQAVGEGIKKYCPGAFVICVTNPLDAMVGVLQEVSGLPKNKVVGMAGVLDS  152 
WP_067555953.1  74   VVIVTAGVPRKPGMS   RDDLVGINTKVMRAVGAGIKANCPDAFVICITNPLDVMVGVLRDAAGLPYEKVVGMAGVLDS  150 
MBA2590478.1    74   VVIVTAGVPRKPGMS   RDDLLGINLKVMAAVGEGIKANCPNAFVICITNPLDAMVWALQKFSGVPHDKIVGMAGVLDS  150 
MBO6506542.1    74   VIIVTAGVARKPGMS   RDDLLGINLKVMKSVGEGIAAHAPNAFVICITNPLDAMVWALQKFSGLPTNKVCGMAGVLDS  150 
PCI63361.1      74   VVIVTAGVARKPGMS   RDDLLGINLKVMKSVGEGIAANAPDAFVICITNPLDAMVWALQKFSGLPAHKVCGMAGILDS  150 
PPR79434.1      74   VIIVTAGIARKPGMS   RDDLIEINTQVMKSVGEGIKRFAPEAFVICITNPLDAMVWALRKYSGLNHKKVVGMAGVLDS  150 
WP_166300597.1  74   VCIVTAGVPRKPGMS   RDDLLSINLKVMEQVGAGIKKYAPDAFVICITNPLDAMVWALQKASGLPHKKVVGMAGVLDS  150 
MBI3675661.1    74   VVIVTAGVARKPGMS   RDDLIGINLKVMAAVGEGIKAHAPKAFVICITNPLDAMVWALRQFSGLPHSHVIGMAGVLDS  150 

https://www.ncbi.nlm.nih.gov/protein/SCN61096.1?report=genbank&log$=protalign&blast_rank=32&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EUD73291.1?report=genbank&log$=protalign&blast_rank=33&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_008624410.2?report=genbank&log$=protalign&blast_rank=34&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KEG02700.1?report=genbank&log$=protalign&blast_rank=35&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_034422383.1?report=genbank&log$=protalign&blast_rank=36&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EAA22943.1?report=genbank&log$=protalign&blast_rank=37&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLH_A?report=genbank&log$=protalign&blast_rank=38&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLT_A?report=genbank&log$=protalign&blast_rank=39&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLC_A?report=genbank&log$=protalign&blast_rank=40&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_137152966.1?report=genbank&log$=protalign&blast_rank=41&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_193334840.1?report=genbank&log$=protalign&blast_rank=42&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_112321891.1?report=genbank&log$=protalign&blast_rank=43&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU49226.1?report=genbank&log$=protalign&blast_rank=44&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_046140904.1?report=genbank&log$=protalign&blast_rank=45&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/GDX35174.1?report=genbank&log$=protalign&blast_rank=46&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU53456.1?report=genbank&log$=protalign&blast_rank=47&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU63045.1?report=genbank&log$=protalign&blast_rank=48&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_046135361.1?report=genbank&log$=protalign&blast_rank=49&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_160851963.1?report=genbank&log$=protalign&blast_rank=50&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK8210760.1?report=genbank&log$=protalign&blast_rank=51&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_013336105.1?report=genbank&log$=protalign&blast_rank=52&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBY89657.1?report=genbank&log$=protalign&blast_rank=53&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PCJ41639.1?report=genbank&log$=protalign&blast_rank=54&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU49057.1?report=genbank&log$=protalign&blast_rank=55&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU69999.1?report=genbank&log$=protalign&blast_rank=56&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBQ46335.1?report=genbank&log$=protalign&blast_rank=57&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_013246728.1?report=genbank&log$=protalign&blast_rank=58&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HEC00426.1?report=genbank&log$=protalign&blast_rank=59&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_121938586.1?report=genbank&log$=protalign&blast_rank=60&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU46848.1?report=genbank&log$=protalign&blast_rank=61&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI1328659.1?report=genbank&log$=protalign&blast_rank=62&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RCL75573.1?report=genbank&log$=protalign&blast_rank=63&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_099340841.1?report=genbank&log$=protalign&blast_rank=64&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_056229719.1?report=genbank&log$=protalign&blast_rank=65&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBM5787331.1?report=genbank&log$=protalign&blast_rank=66&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HIB19697.1?report=genbank&log$=protalign&blast_rank=67&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_183417264.1?report=genbank&log$=protalign&blast_rank=68&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MQA65584.1?report=genbank&log$=protalign&blast_rank=69&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR17482.1?report=genbank&log$=protalign&blast_rank=70&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_108459774.1?report=genbank&log$=protalign&blast_rank=71&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBT38276.1?report=genbank&log$=protalign&blast_rank=72&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_008943063.1?report=genbank&log$=protalign&blast_rank=73&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RYE11063.1?report=genbank&log$=protalign&blast_rank=74&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MAL87662.1?report=genbank&log$=protalign&blast_rank=75&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MAP00672.1?report=genbank&log$=protalign&blast_rank=76&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR37875.1?report=genbank&log$=protalign&blast_rank=77&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR36537.1?report=genbank&log$=protalign&blast_rank=78&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_056254967.1?report=genbank&log$=protalign&blast_rank=79&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/OUX44185.1?report=genbank&log$=protalign&blast_rank=80&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_200339844.1?report=genbank&log$=protalign&blast_rank=81&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_022589240.1?report=genbank&log$=protalign&blast_rank=82&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_166213281.1?report=genbank&log$=protalign&blast_rank=83&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6VDH_A?report=genbank&log$=protalign&blast_rank=84&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/TAH36160.1?report=genbank&log$=protalign&blast_rank=85&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_067555953.1?report=genbank&log$=protalign&blast_rank=86&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBA2590478.1?report=genbank&log$=protalign&blast_rank=87&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBO6506542.1?report=genbank&log$=protalign&blast_rank=88&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PCI63361.1?report=genbank&log$=protalign&blast_rank=89&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR79434.1?report=genbank&log$=protalign&blast_rank=90&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_166300597.1?report=genbank&log$=protalign&blast_rank=91&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI3675661.1?report=genbank&log$=protalign&blast_rank=92&RID=7PB8BBYK016
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MBT05681.1      74   VVIVTAGIPRKPGMS   RDDLVSVNTGVMEAVGAGIKANCPNAFVICITNPLDAMVLVLQKASGLPHNKVVGMAGILDS  150 
MBK8174980.1    74   VVIVTAGVARKPGMS   RDDLIGINTKVMKAVGEGIKAHCPNAFVICITNPLDVMVWVLREFSGQPHNMVCGMAGVLDS  150 
WP_029081325.1  74   VCIVTAGVPRKPGMS   RDDLLSINLKVMEQVGAGIKKYAPDAFVICITNPLDAMVWALQKASGLPHKKVVGMAGVLDS  150 
WP_027287413.1  74   VVIVTAGVPRKPGMS   RDDLVETNSKVMHQVGEGIKNNCPNAFVICITNPLDAMVYVLQQAAGLPPEKVCGMAGVLDS  150 
MBN9587800.1    74   VVIVTAGVPRKPGMS   RDDLLGINLKVMAAVGEGIKANCPNAFVICITNPLDAMVWALQKFSGVPHGKIVGMAGVLDS  150 
MBC7134210.1    74   VVIVTAGVARKPGMS   RDDLVGINTKVMRSVGEGIKNNCPDAFVICITNPLDVMVGVLREACGLPYEKVVGMAGVLDS  150 
WP_086463724.1  74   VVIVTAGVARKPGMS   RDDLVGINTKVMRSVGEGIKNNCPDAFVICITNPLDVMVGVLREACGLPYEKVVGMAGVLDS  150 

 
5NFR_A          149  SRYCSLIADKLKVSAEDVNAVILGGHGDLMVPLQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAK-AS  227 
6R8G_A          149  SRYCSLIADKLKVSAEDVNAVILGGHGDLMVPLQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAK-AS  227 
XP_966170.1     149  SRYCSLIADKLKVSAEDVNAVILGGHGDLMVPLQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAK-AS  227 
XP_012761998.1  149  SRYCSLIADKLKVSAEDVNAVILGGHGDLMVPLQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAK-AS  227 
CAC9696262.1    149  SRYCSLIADKLKVSAEDVNAVILGGHGDLMVPLQRYTSVNGVPLSEFVKKNIISQNEIQEIIQKTRNMGAEIIKLAK-AS  227 
ETW50453.1      145  SRYCSLIADKLKVSAEDVNAVILGGHGDLMVPLQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAK-AS  223 
SOV74725.1      149  SRYRSLIADKLKVSAEDVNAVILGGHGDLMVPLQRYTSVNGVPLSEFVKKNMISQNEIQEIIHKTRNMGSEIIKLAK-AS  227 
SOV21691.1      149  SRYRTLIAEKLKVSAEDVNAVILGGHGDLMVPLQRYTSVNGVPLSEFVKKNMISQNEIQEIIQRTRNMGSEIIKLAK-AS  227 
XP_018642816.1  149  SRYRTLIAEKLKVSAEDVNAVILGGHGDLMVPLQRYTSVNGVPLSEFVKKNMISQNEIQEIIQRTRNMGSEIIKLAK-AS  227 
XP_028537330.1  149  SRYRTLIAEKLKVSAEDVNAVILGGHGDLMVPLQRYTSINGVPLSEFVKKNMISQNDIQEIIQRTRNMGSEIIKLAK-AS  227 
XP_028533952.1  149  SRFRTLLAEKLNVSPENVNAVILGGHGDLMVPVERYCSVSGIPLSDFVNKNIISQKEINEIVEKTRDGGAEIIKLAK-AS  227 
XP_019915696.1  149  SRFRSLLGDKLNVAPENVNLVLLGGHGDLMVPLKRYCSVSGIPLSDFVKKNLISDEEINAIIKQTRDMGAEIIKLSK-SS  227 
SBT38197.1      149  ARFRTLLANKLNVSPENVNAIILGGHGDLMVPLERYTSISGIPLSEFVKKNVINKTEINEILEKTRDMGAEIIKLAK-AS  227 
SBS85361.1      149  ARFRTLLAVKLNVSPENVNAIILGGHGDLMVPLERYTSISGIPLSEFVKKNVINKTEINEILEKTRDMGAEIIKLAK-AS  227 
XP_012335265.1  149  SRFRSLLGEKLNVAPENVNLVLLGGHGDLMVPLERYCSVSGIPLSEFVKKKLISNQDINDIIKETRDMGAQIIKLSK-SS  227 
XP_028544431.1  149  SRFRTLLAEKLNVSPDNVSQVLLGGHGDLMVPLERYCSVSGIPLSEFVKQGLITKDEINEITQKTRGMGAEIIKLAK-SS  227 
XP_008814730.1  149  SRFRSLLAEKLNVAPENVSQVLLGGHGDLMIPLERFCSVSGIPLSEFVKKGLISNEEINHIIKKTRDMGAEIIKLSK-SS  227 
XP_001616198.1  149  SRFRTLLAEKLKVAPQNVSQVLLGGHGDLMVPLERYCSISGIPLSEFVKKNLISKEEINEIVKQTRDMGSQIIKLAK-SS  227 
KMZ79541.1      149  SRFRTLLAEKLKVAPQNVSQVLLGGHGDLMVPLERYCSISGIPLSEFIKKNLISKEEINEIVKQTRDMGSQIIKLAK-SS  227 
XP_028526585.1  149  SRFRTLIAEKLNVSSENVNAIILGGHGDLMVPLVRYCSVSGIPLTDFVNQNFISQKDINEIVEKTRDGGAEIIKLAK-AS  227 
XP_002261491.1  149  SRFRSLLGEKLNVAPENVNLVLLGGHGDLMVPLKRYCSVSGIPLSDFIEKKLITNEEINDIIKKTRDMGAEIIKLSK-SS  227 
XP_004223317.1  149  SRFRSLLAEKLNVAPENVSQVLLGGHGDLMVPLVRYCSVSGIPLSEFVKKGLITNEEINDLIKKTRDMGAEIIKLSK-SS  227 
CAD2095064.1    149  SRFRSLLGEKLNVSPENVNAIILGGHGDLMMPLPRYCSISGIPLLEYIKNHNISEKDINDIIEKTRDMGSEIIKLAK-SS  227 
ETB56770.1      149  SRFRYLLGEKLNVSPENINAIILGGHGDLMMPLPRYCSISGIPLLDYIKNHDMSEKDINDIIEKTRNMGGEIIKLAK-SS  227 
KOB87837.1      65   SRYCSLIADKLKVSAEDVNAVILGGHGDLMVPLQRYTSVNGVPLSEFVKKNMISQNEIQEIIQKTRNMGAEIIKLAK-AS  143 
SBT79735.1      149  ARFRTLLAEKLNVSPANINAIILGGHGDLMVPLERYCSVSGIPLSEFVKKNLITSKDINEIIEKTRDMGAEIIKLAK-SS  227 
XP_028862636.1  149  ARFRTLLAEKLNVSPANINAIILGGHGDLMVPLERYCSVSGIPLSEFVKKNLITSKDINEVIEKTRDMGAEIIKLAK-SS  227 
XP_022812395.1  149  SRFRYLLGEKLNVSPENINAIILGGHGDLMMPLPRYCSISGIPLLDYIKNHDMSEKDINDIIEKTRNMGGEIIKLAK-SS  227 
XP_737386.2     149  SRFRSLLSEKLNVSPENINAIILGGHGDLMMPLPRYCSISGIPLLEYIKNRNISEKDINDIIEKTRNMGGEIIKLAK-SS  227 
VWU52414.1      149  ARFRTLLSEKLKVAPENINTILLGGHGDLMIPLQSYTSISGIPLSEFIKKKIINNDEVNEIIQKTRDMGAEIIKLCK-MS  227 
CAD2108495.1    149  SRFRSLLGEKLNVSPENVNAIILGGHGDLMMPLPRYCSISGIPLLEYIKNHNVSEKDINDIIEKTRDMGSEIIKLAK-SS  227 
CAD2095098.1    149  SRFRSLLGEKLNVSPENVNAIILGGHGDLMMPLPRYCSISGIPLLEYIKNRNISEKDINDIIEKTRDMGSEIIKLAK-SS  227 
SCN61096.1      149  SRFRSLLSEKLNVSPENINAIILGGHGDLMMPLPRYCSISGIPLLEYIKNRNISEKDINDIIEKTRNMGGEIIKLAK-SS  227 
EUD73291.1      149  SRFRSLLGEKLNVSPENVNAIILGGHGDLMMPLPRYCSISGIPLLEYIKNHNVSEKDINDIIEKTRDMGSEIIKLAK-SS  227 
XP_008624410.2  149  SRFRSLLSEKLNVSPENINAIILGGHGDLMMPLPRYCSISGIPLLEYIKNHNISEKDINDIIEKTRNMGSEIIKLAK-SS  227 
KEG02700.1      149  SRFRSLLSEKLNVSPENINAIILGGHGDLMMPLPRYCSISGIPLLEYIKNHNISEKDINDIIEKTRDMGSEIIKLAK-SS  227 
XP_034422383.1  149  SRFRYLLSEKLNVSPENINAIILGGHGDLMMPLPRYCSISGIPLLDYIKNHDMSEKDISDIIEKTRNMGGEIIKLAK-SS  227 
EAA22943.1      178  SRFRYLLGEKLNVSPENINAIILGGXGDLMMPLPRYCSISGIPLLDYIKNHDMSEKDIXDIIEKTRNMGGEIIKLAK-SS  256 
4PLH_A          152  SRFRYFLAEKLNVSPNDVQAMVIGGHGDTMVPLTRYCTVGGIPLTEFIKQGWITQEEIDEIVERTRNAGGEIVNLLKTGS  231 
4PLT_A          157  SRFRYFLAEKLNVSPNDVQAMVIGGHGDTMVPLTRYCTVGGIPLTEFIKQGWITQEEIDEIVERTRNAGGEIVNLLKTGS  236 
4PLC_A          161  SRFRHFIAEKLNVSPRDVQAMVIGAHGDKMVPLTRYVTVNGIPLQEFIKKGRITQEEIDEIVERTKNAGGEIVNLLGQGS  240 
WP_137152966.1  151  SRFVHFIADELKVSVEDINAFVLGGHGDTMVPLARYSTVAGIPLTDIVKMGWMSKEKLDAIIQRTRDGGAEIVGLLKTGS  230 
WP_193334840.1  151  SRFCHFIADELNVSVQDVNAFVMGGHGDTMVPLARYSTVAGIPLTDIVKMGWMSKEKLEEIIQRTRDGGAEIVGLLKTGS  230 
WP_112321891.1  151  ARFRHFLADEFEVSVKDVSAFVLGGHGDTMVPLARYSTVAGIPLPDLVDMGWTSQDKLDAIIQRTRDGGAEIVGLLKTGS  230 
NCU49226.1      150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIDMKWSTKERIEKIIQRTRDGGAEIVKLLKTGS  229 
WP_046140904.1  151  SRFVHFIADELNVSVEDINAFVLGGHGDTMVPLARYSTVAGIPLTDIVKMGWMSKERLEEIIQRTRDGGAEIVGLLKTGS  230 
GDX35174.1      150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIDMKWSTKERIDKIIQRTRDGGAEIVKLLKTGS  229 
NCU53456.1      150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIDMKWSTKERIDKIIQRTRDGGAEIVKLLKTGS  229 
NCU63045.1      150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIDMKWSTKERIDKIIQRTRDGGAEIVKLLKTGS  229 
WP_046135361.1  151  SRFVHFIADELNVSVEDINAFVLGGHGDTMVPLARYSTVAGIPLTDIVKMGWMSKEKLDAIIQRTRDGGAEIVGLLKTGS  230 
WP_160851963.1  151  ARFRHFLADEFSVSVKDVTAFVLGGHGDTMVPLTRYSTVSGIPLPDLVDMGWTTQDKLDAIVQRTRDGGAEIVGLLKTGS  230 
MBK8210760.1    151  ARFRTFLAEEFKVSVEDVTAFVLGGHGDTMVPLARYSTVAGIPLPDLVKMGWTTQEKLDKIVQRTRDGGAEIVGLLKTGS  230 
XP_013336105.1  151  ARFRSFVAERLQVSVEDVQAMVMGGHGDAMVPLPRYCTVGGIPLPDLVAMGQLTQKDVDDIVQRTRNGGGEIVNLLKAGS  230 

https://www.ncbi.nlm.nih.gov/protein/MBT05681.1?report=genbank&log$=protalign&blast_rank=93&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK8174980.1?report=genbank&log$=protalign&blast_rank=94&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_029081325.1?report=genbank&log$=protalign&blast_rank=95&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_027287413.1?report=genbank&log$=protalign&blast_rank=96&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBN9587800.1?report=genbank&log$=protalign&blast_rank=97&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBC7134210.1?report=genbank&log$=protalign&blast_rank=98&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_086463724.1?report=genbank&log$=protalign&blast_rank=99&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_A?report=genbank&log$=protalign&blast_rank=0&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6R8G_A?report=genbank&log$=protalign&blast_rank=1&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_966170.1?report=genbank&log$=protalign&blast_rank=2&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_012761998.1?report=genbank&log$=protalign&blast_rank=3&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAC9696262.1?report=genbank&log$=protalign&blast_rank=4&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ETW50453.1?report=genbank&log$=protalign&blast_rank=5&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV74725.1?report=genbank&log$=protalign&blast_rank=6&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV21691.1?report=genbank&log$=protalign&blast_rank=7&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_018642816.1?report=genbank&log$=protalign&blast_rank=8&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028537330.1?report=genbank&log$=protalign&blast_rank=9&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028533952.1?report=genbank&log$=protalign&blast_rank=10&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_019915696.1?report=genbank&log$=protalign&blast_rank=11&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT38197.1?report=genbank&log$=protalign&blast_rank=12&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBS85361.1?report=genbank&log$=protalign&blast_rank=13&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_012335265.1?report=genbank&log$=protalign&blast_rank=14&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028544431.1?report=genbank&log$=protalign&blast_rank=15&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_008814730.1?report=genbank&log$=protalign&blast_rank=16&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_001616198.1?report=genbank&log$=protalign&blast_rank=17&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KMZ79541.1?report=genbank&log$=protalign&blast_rank=18&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028526585.1?report=genbank&log$=protalign&blast_rank=19&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_002261491.1?report=genbank&log$=protalign&blast_rank=20&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_004223317.1?report=genbank&log$=protalign&blast_rank=21&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2095064.1?report=genbank&log$=protalign&blast_rank=22&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ETB56770.1?report=genbank&log$=protalign&blast_rank=23&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KOB87837.1?report=genbank&log$=protalign&blast_rank=24&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT79735.1?report=genbank&log$=protalign&blast_rank=25&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028862636.1?report=genbank&log$=protalign&blast_rank=26&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_022812395.1?report=genbank&log$=protalign&blast_rank=27&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_737386.2?report=genbank&log$=protalign&blast_rank=28&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/VWU52414.1?report=genbank&log$=protalign&blast_rank=29&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2108495.1?report=genbank&log$=protalign&blast_rank=30&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2095098.1?report=genbank&log$=protalign&blast_rank=31&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCN61096.1?report=genbank&log$=protalign&blast_rank=32&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EUD73291.1?report=genbank&log$=protalign&blast_rank=33&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_008624410.2?report=genbank&log$=protalign&blast_rank=34&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KEG02700.1?report=genbank&log$=protalign&blast_rank=35&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_034422383.1?report=genbank&log$=protalign&blast_rank=36&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EAA22943.1?report=genbank&log$=protalign&blast_rank=37&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLH_A?report=genbank&log$=protalign&blast_rank=38&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLT_A?report=genbank&log$=protalign&blast_rank=39&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLC_A?report=genbank&log$=protalign&blast_rank=40&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_137152966.1?report=genbank&log$=protalign&blast_rank=41&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_193334840.1?report=genbank&log$=protalign&blast_rank=42&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_112321891.1?report=genbank&log$=protalign&blast_rank=43&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU49226.1?report=genbank&log$=protalign&blast_rank=44&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_046140904.1?report=genbank&log$=protalign&blast_rank=45&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/GDX35174.1?report=genbank&log$=protalign&blast_rank=46&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU53456.1?report=genbank&log$=protalign&blast_rank=47&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU63045.1?report=genbank&log$=protalign&blast_rank=48&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_046135361.1?report=genbank&log$=protalign&blast_rank=49&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_160851963.1?report=genbank&log$=protalign&blast_rank=50&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK8210760.1?report=genbank&log$=protalign&blast_rank=51&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_013336105.1?report=genbank&log$=protalign&blast_rank=52&RID=7PB8BBYK016
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NBY89657.1      150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIDMNWSTKERIDKIIQRTRDGGAEIVKLLKTGS  229 
PCJ41639.1      151  ARFKLFLAEELNVSVEDVNAFVLGGHGDTMVPLPRYSTVAGIPIPDLVKMGWITNDKLEQIIQRTRDGGAEIVGLLKTGS  230 
NCU49057.1      150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIDMNWSTKERIDKIIQRTRDGGAEIVKLLKTGS  229 
NCU69999.1      150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIDMNWSTKERIDKIIQRTRDGGAEIVKLLKTGS  229 
NBQ46335.1      150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIDMNWSTKERIDKIIQRTRDGGAEIVKLLKTGS  229 
XP_013246728.1  151  ARFRSFVAERLQVSVEDVQAMVMGGHGDAMVPLPRYCTVSGIPLPDLVAMGQLAQKDVDDIVQRTRNGGGEIVDLLKAGS  230 
HEC00426.1      151  ARFKLFLAEELNVSVEDVNAFVLGGHGDTMVPLARYSTVAGIPIPDLVEMGWITNEKLEQIIQRTRDGGAEIVGLLKTGS  230 
WP_121938586.1  151  ARFRHFLAEEFDVSVEDVTAFVLGGHGDTMVPLTRYSAVAGIPVPDLVKMGWSTQEKIDAIVQRTRDGGAEIVGLLKTGS  230 
NCU46848.1      150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIDMNWSTKERIDKIIQRTRDGGAEIVKLLKTGS  229 
MBI1328659.1    151  ARFRHFLADEMGVSVEDVSAFVLGGHGDTMVPMPRFSTVAGISLPELVKMGWIKQDRLDQIVQRTRDGGAEIVGLLKTGS  230 
RCL75573.1      151  SRFRYFISEATGVSVQDISAFVLGGHGDTMVPLVRYSTVGGIPLPDIVEMGVLSQDALDNIVQRTRDGGAEIVGLLKTGS  230 
WP_099340841.1  150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIDMKWSTKERIDKIIQRTRDGGAEIVKLLKTGS  229 
WP_056229719.1  151  SRFVHFIADELKVSVEDINAFVLGGHGDTMVPLARYSTVAGIPLTDIVKMGWMSKEKLDAIIQRTRDGGAEIVGLLKTGS  230 
MBM5787331.1    150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIDMKWSTKERINKIIQRTRDGGAEIVKLLKTGS  229 
HIB19697.1      151  ARFRYFLAEEMDISVRDVTAFVLGGHGDTMVPLVRYSTVSGIPLPDLVKMGWISKSRLGEIVQRTRDGGAEIVGLLQAGS  230 
WP_183417264.1  151  ARFRHFLADEMNVSVQDVSAFVLGGHGDTMVPTVRYTTVAGIPLPDLVKMGWITQERVDAIVDRTRNGGAEIVGLLKTGS  230 
MQA65584.1      151  ARFRYFLAEEFKVSVEDVTAFVLGGHGDSMVPLPRYSAVGGIPLPDLVKMGWTTQKRINDIVQRTRDGGAEIVALLKTGS  230 
PPR17482.1      151  ARFRFFLAEEMGVSVRDVTAFVLGGHGDTMLPLARYSTVSGIPLPDLVKMGWISKHRLEQIIQRTRDGGAEIVGLLKTGS  230 
WP_108459774.1  151  SRFVHFIADELNVSVEDINAFVLGGHGDTMVPLPRYSTVAGIPLTDIVKMGWMSKEKLESIIQRTRDGGAEIVGLLKTGS  230 
NBT38276.1      150  SRFRLFLSEEFKVSIEDVTAFVLGGHGDTMVPLARYSTVAGIPIPDLIEMKWSTKERIEKIIQRTRDGGAEIVKLLKTGS  229 
WP_008943063.1  151  ARFRYFLAEEFKVSVEDVNAFVLGGHGDTMVPLVRYSAVAGIPVPDLIKMGWSTQEKIDQIVQRTRDGGAEIVGLLKTGS  230 
RYE11063.1      151  SRFRHFIADELKVSVEDVTAFVLGGHGDTMVPLARYSTVAGIPLTDLVKMGWLSKEKLEAIIQRTRDGGAEIVGLLKTGS  230 
MAL87662.1      151  ARFAYFLAEKTGVSIQDIHAWTLGGHGDDMVPMVRHSTVGGLPLPDAVSAGMLSQGELDAIVERTRKGGGEIVALLKTGS  230 
MAP00672.1      151  SRFRYFISEATGVSVQDISAFVLGGHGDTMVPLVRYSTVGGIPLPDIVEMGLLSQEGLDKIVQRTRDGGAEIVGLLKTGS  230 
PPR37875.1      151  ARFRYFLAEEMDISVRDVTAFVLGGHGDTMVPLVRYSTVSGIPLPDLVKMGWISKSRLGEIVQRTRDGGAEIVGLLQAGS  230 
PPR36537.1      151  ARFRYFLAEEMDISVRDVTAFVLGGHGDTMVPLVRYSTVSGIPLPDLVKMGWISKSRLGEIVQRTRDGGAEIVGLLQAGS  230 
WP_056254967.1  151  SRFVHFIADELKVSVEDINAFVLGGHGDTMVPLPRYSTVAGIPLTDIVKMGWMSKEKLDAIIQRTRDGGAEIVGLLKTGS  230 
OUX44185.1      151  SRFRYFXSEATGVSVQDISAFVLGGHGDTMVPLVRYSTVGGIPLPDIVEMGXLSQDALDNIVQRTRDGGAEIVGLLKTGS  230 
WP_200339844.1  151  ARFRHFLAEAMDVSVEDVNAFVLGGHGDTMVPITRYSAVAGIPLPDLVQMGWITQDKVDQIVDRTRKGGGEIVNLLKSGS  230 
XP_022589240.1  151  ARFRTFVAERMQVSVEDVHAMVMGGHGDAMVPLPRYCTVGGIPLPDLVAMGQLTQKDIDEMVERTRNGGGEIVSLLKTGS  230 
WP_166213281.1  151  ARFRYFLADEFNVSVEDVTAFVLGGHGDTMVPLTRYSTVAGIPLPDLVKMGWTSQARIDEIVDRTRNGGAEIVNLLKTGS  230 
6VDH_A          162  SRFRYFIAEKLNVSPRDVQAMVIGAHGDNMVPLPRYVTVNGIPLQEFIKKGWITQEEIDEIVERTRNAGGEIVNLLGTGS  241 
TAH36160.1      153  ARFRHFLADEFNVSVEDVTAFVLGGHGDTMVPLVRYSTIAGIPLPDMVKMGWSTQAKIDKIVDRTRNGGGEIVALLKTGS  232 
WP_067555953.1  151  ARFRYFLAEEFKVSVEDVNAFVLGGHGDTMVPLVRYSAVAGIPVPDLIKMGWSTQEKIDQIVQRTRDGGAEIVGLLKTGS  230 
MBA2590478.1    151  ARFRHFLAEEMGVSVEDVSAFVLGGHGDTMVPMPRFSTVAGIALPELVKMGWIKQDRLDQIITRTANGGAEIVGLLKTGS  230 
MBO6506542.1    151  SRFSCFLAEEFNVSVQDVTTFVLGGHGDTMVPLTRYSTVAGIPVPDLIKMGWSTQEKIDEIVQRTRDGGAEIVGLLKTGS  230 
PCI63361.1      151  SRFRHFLADEFEVSIEDVTAFVLGGHGDTMVPLTRYSTVAGIPIPDMIKMGWSTQEKIDEIVQRTRDGGAEIVGLLKTGS  230 
PPR79434.1      151  ARFRYFLSQEFKVSVEDVSAFVLGGHGDTMVPLVRYSTVAGIPIPDLVKMGWITDKKLDAIVQRTRDGGAEIVGLLKTGS  230 
WP_166300597.1  151  ARFRYFLADEFNVSVEDVTAFVLGGHGDTMVPLTRYSTVAGIPLPDLVKMGWTSQARIDEIVDRTRNGGAEIVNLLKTGS  230 
MBI3675661.1    151  ARFRHFLAEELNVSVEDVSAFVLGGHGDTMVPMPRFSTVAGIPLPELVKMGWIKQERLDQIVQRTRDGGAEIVGLLKTGS  230 
MBT05681.1      151  ARFRYFLAEEMGVSVKDVTAFVLGGHGDTMVPLPRYSTVAGIPLPDLVKMGWISKTQLSEIVQRTRDGGAEIVKLLKAGS  230 
MBK8174980.1    151  ARFRTFLAEEFQVSVEDITAFVLGGHGDTMVPLARYSTVAGIPLPDLIKMGWTTQEKLDKIIQRTRDGGAEIVSLLKTGS  230 
WP_029081325.1  151  ARFRYFLADEFNVSVEDVTAFVLGGHGDTMVPLTRYSTVAGIPLPDLVKMGWTSQARIDEIVDRTRNGGAEIVNLLKTGS  230 
WP_027287413.1  151  ARFRHFLAEAMDVSVEDVNAFVLGGHGDTMVPVTRYSTVAGIPLPDLVEMGWITQDKVDQIVERTRKGGGEIVNLLKSGS  230 
MBN9587800.1    151  ARFRHFLAEELGVSVEDVSAFVLGGHGDTMVPMPRFSTVAGIALPELVKMGWISQDRLDKIVDRTRNGGAEIVGLLKTGS  230 
MBC7134210.1    151  ARFRYFLAEEFKVSVEDVNAFVLGGHGDTMVPLVRYSAVAGIPVPDLIKMGWSTQEKIDQIVQRTRDGGAEIVGLLKTGS  230 
WP_086463724.1  151  ARFRYFLAEEFKVSVEDVNAFVLGGHGDTMVPLVRYSAVAGIPVPDLIKMGWSTQEKIDQIVQRTRDGGAEIVGLLKTGS  230 

 
5NFR_A          228  AAFAPAAAITKMIKSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGA-HPVEFPLTKEEQDLYTESIASVQSN-T  305 
6R8G_A          228  AAFAPAAAITKMIKSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGA-HPVEFPLTKEEQDLYTESIASVQSN-T  305 
XP_966170.1     228  AAFAPAAAITKMIKSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGA-HPVEFPLTKEEQDLYTESIASVQSN-T  305 
XP_012761998.1  228  AAFAPAAAITKMIKSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGA-YPVEFPLTKEEQDLYMESIANVQSN-T  305 
CAC9696262.1    228  AAFAPAAAITKMIKSYLYNQNNLFTCAVYLNGYYKCSNLFVGSTAKIDNKGA-HPVEFPLTKEEQDLYTESIASVKSN-T  305 
ETW50453.1      224  AAFAPAAAITKMIKSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGA-HPVEFPLTKEEQDLYTESIASVQSN-T  301 
SOV74725.1      228  AAFAPAAAITKMIKSYLYNQNNLFTCAVYLNGHYNCSNLFVGSTAKIDNKGA-HPVEFPLTKEEQDLYTESIASVKSN-T  305 
SOV21691.1      228  AAFAPAAAITKMIKSYLYNQSNLFTCAVYLNGHYNCSNLFVGSTAKIDNKGV-HPVEFPLTKEEQDLYTESIASVKSN-T  305 
XP_018642816.1  228  AAFAPAAAITKMIKSYLYNQSNLFTCAVYLNGHYNCSNLFVGSTAKIDNKGV-HPVEFPLTKEEQDLYTESIASVKSN-T  305 
XP_028537330.1  228  AAFAPAAAITKMIKSYLYNQSNLFTCAVYLNGHYKCSNLFVGSTAKIDNKGV-HPVEFPLTKEEQDLYTESIASVKSN-T  305 
XP_028533952.1  228  ACFAPAAAITKMIKSFLFNQNQLFTCAVYLNGIYNCNDLYVGSTATINSKGA-FPVEFPLTKQEQELYDKSIAHVKEN-T  305 
XP_019915696.1  228  ATFSPAAAIVKMIKSYLYNESQLYTCAVYLNGLYNCSNLYVGSTAIINSSGA-KPVEFVLTKEEQELYDKSIAFVQEH-T  305 
SBT38197.1      228  AAFAPAAAIIKMMKSYLHNQSQLFTCAVYLNGEYNCKDLYVGSTAVINSKGV-HPVEFPLTKEEQDLYDKSIAHVKEN-T  305 

https://www.ncbi.nlm.nih.gov/protein/NBY89657.1?report=genbank&log$=protalign&blast_rank=53&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PCJ41639.1?report=genbank&log$=protalign&blast_rank=54&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU49057.1?report=genbank&log$=protalign&blast_rank=55&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU69999.1?report=genbank&log$=protalign&blast_rank=56&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBQ46335.1?report=genbank&log$=protalign&blast_rank=57&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_013246728.1?report=genbank&log$=protalign&blast_rank=58&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HEC00426.1?report=genbank&log$=protalign&blast_rank=59&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_121938586.1?report=genbank&log$=protalign&blast_rank=60&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU46848.1?report=genbank&log$=protalign&blast_rank=61&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI1328659.1?report=genbank&log$=protalign&blast_rank=62&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RCL75573.1?report=genbank&log$=protalign&blast_rank=63&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_099340841.1?report=genbank&log$=protalign&blast_rank=64&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_056229719.1?report=genbank&log$=protalign&blast_rank=65&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBM5787331.1?report=genbank&log$=protalign&blast_rank=66&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HIB19697.1?report=genbank&log$=protalign&blast_rank=67&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_183417264.1?report=genbank&log$=protalign&blast_rank=68&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MQA65584.1?report=genbank&log$=protalign&blast_rank=69&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR17482.1?report=genbank&log$=protalign&blast_rank=70&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_108459774.1?report=genbank&log$=protalign&blast_rank=71&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBT38276.1?report=genbank&log$=protalign&blast_rank=72&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_008943063.1?report=genbank&log$=protalign&blast_rank=73&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RYE11063.1?report=genbank&log$=protalign&blast_rank=74&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MAL87662.1?report=genbank&log$=protalign&blast_rank=75&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MAP00672.1?report=genbank&log$=protalign&blast_rank=76&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR37875.1?report=genbank&log$=protalign&blast_rank=77&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR36537.1?report=genbank&log$=protalign&blast_rank=78&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_056254967.1?report=genbank&log$=protalign&blast_rank=79&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/OUX44185.1?report=genbank&log$=protalign&blast_rank=80&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_200339844.1?report=genbank&log$=protalign&blast_rank=81&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_022589240.1?report=genbank&log$=protalign&blast_rank=82&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_166213281.1?report=genbank&log$=protalign&blast_rank=83&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6VDH_A?report=genbank&log$=protalign&blast_rank=84&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/TAH36160.1?report=genbank&log$=protalign&blast_rank=85&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_067555953.1?report=genbank&log$=protalign&blast_rank=86&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBA2590478.1?report=genbank&log$=protalign&blast_rank=87&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBO6506542.1?report=genbank&log$=protalign&blast_rank=88&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PCI63361.1?report=genbank&log$=protalign&blast_rank=89&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR79434.1?report=genbank&log$=protalign&blast_rank=90&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_166300597.1?report=genbank&log$=protalign&blast_rank=91&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI3675661.1?report=genbank&log$=protalign&blast_rank=92&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBT05681.1?report=genbank&log$=protalign&blast_rank=93&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK8174980.1?report=genbank&log$=protalign&blast_rank=94&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_029081325.1?report=genbank&log$=protalign&blast_rank=95&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_027287413.1?report=genbank&log$=protalign&blast_rank=96&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBN9587800.1?report=genbank&log$=protalign&blast_rank=97&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBC7134210.1?report=genbank&log$=protalign&blast_rank=98&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_086463724.1?report=genbank&log$=protalign&blast_rank=99&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_A?report=genbank&log$=protalign&blast_rank=0&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6R8G_A?report=genbank&log$=protalign&blast_rank=1&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_966170.1?report=genbank&log$=protalign&blast_rank=2&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_012761998.1?report=genbank&log$=protalign&blast_rank=3&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAC9696262.1?report=genbank&log$=protalign&blast_rank=4&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ETW50453.1?report=genbank&log$=protalign&blast_rank=5&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV74725.1?report=genbank&log$=protalign&blast_rank=6&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV21691.1?report=genbank&log$=protalign&blast_rank=7&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_018642816.1?report=genbank&log$=protalign&blast_rank=8&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028537330.1?report=genbank&log$=protalign&blast_rank=9&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028533952.1?report=genbank&log$=protalign&blast_rank=10&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_019915696.1?report=genbank&log$=protalign&blast_rank=11&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT38197.1?report=genbank&log$=protalign&blast_rank=12&RID=7PB8BBYK016
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SBS85361.1      228  AAFAPAAAIIKMMKSYLHNQNQLFTCAVYLKGEYNCKDLYVGSTAVINAKGA-HPVEFPLTKEEQDLYDKSIAHVKEN-T  305 
XP_012335265.1  228  ATFSPAAAIVKMIKSYLYNESQLYTCAVYLNGLYNCSNLYVGSTAIINSSGA-KPVEFVLTKEEQELYDKSIAFVHEH-T  305 
XP_028544431.1  228  ATFSPAAAIVKMIKSYLYNESQLYTCAVYLNGVYNCSDLYVGSTAVINNSGV-KPVEFTLTQEEKELYDKSIAFVRDH-T  305 
XP_008814730.1  228  AVFSPAAAIVKMIKSYLYNESQLYTCAVYLNGLYNCSDLYVGSTAIINSRGA-RPLEFSLTQEEKELYDKSIAFVREH-T  305 
XP_001616198.1  228  ATFAPAAAIVKMIKSFLFNESQLYTCAVYLNGLYNCSDLYVGTTAIINSSGA-KPIEFALTQEEQQLYDKSIAFVREH-T  305 
KMZ79541.1      228  ATFAPAAAIVKMIKSFLFNESQLYTCAVYLNGLYNCSDLYVGTTAIINSSGA-KPIEFALTQEEQQLYDKSIAFVREH-T  305 
XP_028526585.1  228  ACFAPAAAIVKMIKSYLFNQNQLFTCAVYLKGIYNCDNLFVGTTATINSKGA-FPVEFPLTKEEQELYDKSIQHVREN-T  305 
XP_002261491.1  228  ATFSPAAAIVKMIKSYLYNESQLYTCAVYLNGLYNCSNLYVGSTAIINSSGA-KAIEFALTKEEQELYDKSISFVHEH-T  305 
XP_004223317.1  228  ATFSPAAAIVKMVKSYLYNESQLYTCAVYLNGLYNCSDLYVGSTAIINSSGA-KPIEFALTQEEQELYDKSIAFVREH-T  305 
CAD2095064.1    228  ATFAPAASILKMVKSYLQDQSQLFTCAVYLNGLYNCKDLFAGSTAIINKTGA-HPIEFVLTEEEQACYQKSINSIREN-T  305 
ETB56770.1      228  AIFAPAASILKMIKSYLQDQNQLFTCAVYLNGQYNCTNLYVGSTAIINKTGA-HPIEFILTEEEQASYQKSINNIREN-T  305 
KOB87837.1      144  AAFAPAAAITKMIKSYLYNENNLFTCAVYLNGHYNCSNLFVGSTAKINNKGA-HPVEFPLTKEEQDLYTESIASVQSN-T  221 
SBT79735.1      228  AAFAPAAAIVNMIKSFLYNQNKLFTCAVYLNGLYKCSDLFVGSTTFINNKGV-YPIEFPLTQEEQQLYDKSIEHVKVN-V  305 
XP_028862636.1  228  AAFAPAAAIVNMIKSFLYNQNKLFTCAVYLNGLYKCSDLFVGSTTFINNKGV-YPIEFPLTQEEQQLYDKSIEHVKVN-V  305 
XP_022812395.1  228  AIFAPAASILKMIKSYLQDQNQLFTCAVYLNGQYNCTNLYAGSTAIINKTGA-HPIEFILTEEEQASYQKSINNIREN-T  305 
XP_737386.2     228  ATFAPAASILKMIKSYLQDQSQLFTCAVYLNGLYNCKDLYAGSTAFINKTGA-HPIEFVLTEEEQSCYQKSINNIREN-T  305 
VWU52414.1      228  ATFAPAAAIVKMIKSYFYNENQLFTCAVYLNNIYKCNNMFVGATAQINAEGI-KPVEFTLTKEEQDLFDKSINHVKQS-T  305 
CAD2108495.1    228  AVFAPAASILKMVKSYLQDQSQLFTCAVYLNGLYNCKDLFAGSTAIINKTGV-HPIEFVLTEEEQACYQKSINNIREN-T  305 
CAD2095098.1    228  AAFAPAASILKMVKSYLQDQSQLFTCAVYLNGLYNCKDLFAGSTAIINKTGA-HPIEFVLTEEEQACYQKSIDNIREN-T  305 
SCN61096.1      228  AAFAPAASILKMIKSYLQDQSQLFTCAVYLNGLYNCKDLYAGSTAFINKTGA-HPIEFVLTEEEQSCYQKSINNIREN-T  305 
EUD73291.1      228  AAFAPAASILKMVKSYLQDQSQLFTCAVYLNGLYNCKDLFAGSTAIINKTGV-HPIEFVLTEEEQACYQKSINNIREN-T  305 
XP_008624410.2  228  AAFAPAASILKMVKSYLQDQSQLFTCAVYLNGLYDCKDLFAGSTAIINKSGA-HPIEFILTEEEQAFYQKSINNIREN-T  305 
KEG02700.1      228  AAFAPAASILKMVKSYLQDQSQLFTCAVYLNGLYNCKDLFAGSTAIINKSGA-HPIEFILTEEEQAFYQKSINNIREN-T  305 
XP_034422383.1  228  AAFAPAASIIKMIKSYLHDQNQLFTCAVYLSGLYNCKDLYAGSTAIINKTGA-HPIEFILTEEEQACYQKSINNIREN-T  305 
EAA22943.1      257  AIFAPAASILKMIKSYLQDQNQLF-------------------TSIINKTGA-HPIEFILTXEEQASYQKSIXBXREN-T  315 
4PLH_A          232  AYFAPAASAIEMAESYLKDKKRILPCSAYLEGQYGVKDLFVGVPVIIGKNGVEKIIELELTEEEQEMFDKSVESVREL-V  310 
4PLT_A          237  AYFAPAASAIEMAESYLKDKKRILPCSAYLEGQYGVKDLFVGVPVIIGKNGVEKIIELELTEEEQEMFDKSVESVREL-V  315 
4PLC_A          241  AYFAPAASAIEMAEAYLKDKKRVLVCSCYLEGQYGHKDMFVGVPAVIGGNGVEKVIELELTPEEKELFDKSVEEVRKL-Q  319 
WP_137152966.1  231  AFYAPATSAIAMAESYLKDKKRVLPAAAYLDGQYGVKGTYVGVPVVIGAGGAERIVEISLNSAEQKAFDKSVAAVDGL-I  309 
WP_193334840.1  231  AFYAPATSAIAMAESFLKDKKRVLPAAVYLNGEFGVKGTYVGVPVVIGAGGAEKVVEITLNSAEQKAFDKSVGAVEGL-I  309 
WP_112321891.1  231  AFYAPAASAIEMAEAYLKDQKRLLPCAAYLDGAFGVKDMYVGVPTIIGAGGIERIVEIKMTKDEKAMFDKSVSAVKGL-V  309 
NCU49226.1      230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVVIGAKGVEKVIEIKFNPEEKDMFLRSVDSVKKL-T  308 
WP_046140904.1  231  AFYAPATSAIAMAESYLKDKKRVLPAAAYLDGQYGVKGTYVGVPVVIGAGGAEKVIEISLNSAEQKAFDKSVGAVEGL-I  309 
GDX35174.1      230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVIIGAKGVEKVIEIKFNPEEKEMFLKSVDSVKKL-T  308 
NCU53456.1      230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVVIGAKGVEKVIEIKFNPEEKDMFLKSVDSVKKL-T  308 
NCU63045.1      230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVVIGAKGVEKVIEIKFNPEEKDMFLKSVDSVKKL-T  308 
WP_046135361.1  231  AFYAPATSAIAMAESYLKDKKRVLPAAAYLDGQYGVKGTYVGVPVVIGAGGAEKIIEISLNSAEQKAFDKSVASVEGL-I  309 
WP_160851963.1  231  AFYAPAASAIEMAEAYLKDQKRVLPCAAYVDGAYGQSDLYVGVPTVIGAGGIEKIVEIKLNKEEQAMFDKSVDAVKGL-V  309 
MBK8210760.1    231  AFYAPATSAIAMAEAFLKDKKRLLPCAAWCQGQYGQNGLYVGVPAIIGAGGIEKIVEIELNAEEKKMLDHSIASVKTL-V  309 
XP_013336105.1  231  AFFAPAASGVLMAEAYLKDKKRLIPCAAYLTGQYGVNGLYVGVPCIVGAGGVEKILELQLTPEEKAMFAKSVEAVRSL-V  309 
NBY89657.1      230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVVIGAKGVEKIIEIKFNPQEKEMFLKSVDSVKKL-T  308 
PCJ41639.1      231  AFYAPATAAISMAESYLRDKRRLLPCAVELNGEYGVNGIYVGVPVLIGANGVEKIVEISLNDDEKAGFDHSVAAVQGL-I  309 
NCU49057.1      230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVVIGAKGVEKIIEIKFNPQEKEMFLKSVDSVKKL-T  308 
NCU69999.1      230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVVIGAKGVEKIIEIKFNPQEKEMFLKSVDSVKKL-T  308 
NBQ46335.1      230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVVIGAKGVEKIIEIKFNPQEKEMFLKSVDSVKKL-T  308 
XP_013246728.1  231  AFFAPAASGVLMAEAYLKDKKRVIPCAAYLTGQYGVNGLYVGVPCIVGAGGVEKILELQLTAEEKAMFAKSVEAVRSL-V  309 
HEC00426.1      231  AFYAPATAAISMAESYLRDKRRLLPCAVELNGEYGVDGIYVGVPVLIGAGGVEKIVEISLNDDEKAGFDHSVAAVQGL-I  309 
WP_121938586.1  231  AFYAPAASAIQMAESYLKDKKRLLPCAAHLNGEYGLSDMYVGVPAIIGAGGIEKIVEIDLIGEEKSGFDHSVGAVKGL-V  309 
NCU46848.1      230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVVIGAKGVEKIIEIKFNPQEKEMFLKSVDSVKKL-T  308 
MBI1328659.1    231  AFYAPATSAIQMAESYLKDQKRVLPCAVYVDGAYGIKDLYVGLPAVIGEKGIERIVELELTEDERAQLAKSAGAVKGL-I  309 
RCL75573.1      231  AYYAPASSAIQMAESYLYDSKRLLPCASFVNGQYNLNGIYVGVPVVIGSQGIEKVIEISLSKEEQMEFSKSVDSVKGL-I  309 
WP_099340841.1  230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVIIGAKGVEKVIEIKFNPEEKEMFLKSVDSVKKL-T  308 
WP_056229719.1  231  AFYAPATSAIAMAESYLKDKKRVLPAAAYLDGQYGVKGTYVGVPVVIGAGGAEKVIEISLNSAEQKAFDKSVGAVEGL-I  309 
MBM5787331.1    230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVIIGAKGVEKVIEIKFNPEEKEMFLKSVDSVKKL-T  308 
HIB19697.1      231  AFYAPASAAIEMAESYLKDKKRVLTCAAYLNGQYGVRGLYVGVPVVIGTKGVERIVEISLSKSENAQFQKSVASVRAS-V  309 
WP_183417264.1  231  AFYAPASSAIAMAESYLRDKKRVLPCAAYLSGQYGVDDLYVGVPVVIGEGGVERIVELELTAEEQEMFSKSVTAVQGL-V  309 
MQA65584.1      231  AFYAPASAAIQMAESYLKDKKRVLPCAAYLRGEYGVKGMFVGVPVVIGAKGVEKIIEIPLTAAEKAEFDKSVGAVRGLsS  310 
PPR17482.1      231  AFYAPATAAIEMAESYLKDQKRVLPCAAYLNGQYGVRGLYVGVPVVIGAKGVERIVEIALNKSEKAQFQKSVASVRGL-V  309 
WP_108459774.1  231  AFYAPATSAIAMAESYLKDKKRVLPAAAYLDGQYGVKGTYVGVPVVIGAGGAEKIIEIALNSAEQKAFDKSVGAVEGL-I  309 
NBT38276.1      230  AYYAPASSAIEMAEAFLKDKKKILPCAVYLDGEYGVDDLYVGVPVIIGAKGVEKIIEIKFNPEEKNMFLKSVDSVKKL-T  308 
WP_008943063.1  231  AFYAPASSAIQMAESYLRDKKRVLPCAAYVKGAYGLDGLYVGVPVVIGAKGVERIVEIELNADEKKMFDHSVGAVKAL-V  309 

https://www.ncbi.nlm.nih.gov/protein/SBS85361.1?report=genbank&log$=protalign&blast_rank=13&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_012335265.1?report=genbank&log$=protalign&blast_rank=14&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028544431.1?report=genbank&log$=protalign&blast_rank=15&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_008814730.1?report=genbank&log$=protalign&blast_rank=16&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_001616198.1?report=genbank&log$=protalign&blast_rank=17&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KMZ79541.1?report=genbank&log$=protalign&blast_rank=18&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028526585.1?report=genbank&log$=protalign&blast_rank=19&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_002261491.1?report=genbank&log$=protalign&blast_rank=20&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_004223317.1?report=genbank&log$=protalign&blast_rank=21&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2095064.1?report=genbank&log$=protalign&blast_rank=22&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ETB56770.1?report=genbank&log$=protalign&blast_rank=23&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KOB87837.1?report=genbank&log$=protalign&blast_rank=24&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT79735.1?report=genbank&log$=protalign&blast_rank=25&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028862636.1?report=genbank&log$=protalign&blast_rank=26&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_022812395.1?report=genbank&log$=protalign&blast_rank=27&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_737386.2?report=genbank&log$=protalign&blast_rank=28&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/VWU52414.1?report=genbank&log$=protalign&blast_rank=29&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2108495.1?report=genbank&log$=protalign&blast_rank=30&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2095098.1?report=genbank&log$=protalign&blast_rank=31&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCN61096.1?report=genbank&log$=protalign&blast_rank=32&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EUD73291.1?report=genbank&log$=protalign&blast_rank=33&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_008624410.2?report=genbank&log$=protalign&blast_rank=34&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KEG02700.1?report=genbank&log$=protalign&blast_rank=35&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_034422383.1?report=genbank&log$=protalign&blast_rank=36&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EAA22943.1?report=genbank&log$=protalign&blast_rank=37&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLH_A?report=genbank&log$=protalign&blast_rank=38&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLT_A?report=genbank&log$=protalign&blast_rank=39&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLC_A?report=genbank&log$=protalign&blast_rank=40&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_137152966.1?report=genbank&log$=protalign&blast_rank=41&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_193334840.1?report=genbank&log$=protalign&blast_rank=42&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_112321891.1?report=genbank&log$=protalign&blast_rank=43&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU49226.1?report=genbank&log$=protalign&blast_rank=44&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_046140904.1?report=genbank&log$=protalign&blast_rank=45&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/GDX35174.1?report=genbank&log$=protalign&blast_rank=46&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU53456.1?report=genbank&log$=protalign&blast_rank=47&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU63045.1?report=genbank&log$=protalign&blast_rank=48&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_046135361.1?report=genbank&log$=protalign&blast_rank=49&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_160851963.1?report=genbank&log$=protalign&blast_rank=50&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK8210760.1?report=genbank&log$=protalign&blast_rank=51&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_013336105.1?report=genbank&log$=protalign&blast_rank=52&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBY89657.1?report=genbank&log$=protalign&blast_rank=53&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PCJ41639.1?report=genbank&log$=protalign&blast_rank=54&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU49057.1?report=genbank&log$=protalign&blast_rank=55&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU69999.1?report=genbank&log$=protalign&blast_rank=56&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBQ46335.1?report=genbank&log$=protalign&blast_rank=57&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_013246728.1?report=genbank&log$=protalign&blast_rank=58&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HEC00426.1?report=genbank&log$=protalign&blast_rank=59&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_121938586.1?report=genbank&log$=protalign&blast_rank=60&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU46848.1?report=genbank&log$=protalign&blast_rank=61&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI1328659.1?report=genbank&log$=protalign&blast_rank=62&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RCL75573.1?report=genbank&log$=protalign&blast_rank=63&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_099340841.1?report=genbank&log$=protalign&blast_rank=64&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_056229719.1?report=genbank&log$=protalign&blast_rank=65&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBM5787331.1?report=genbank&log$=protalign&blast_rank=66&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HIB19697.1?report=genbank&log$=protalign&blast_rank=67&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_183417264.1?report=genbank&log$=protalign&blast_rank=68&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MQA65584.1?report=genbank&log$=protalign&blast_rank=69&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR17482.1?report=genbank&log$=protalign&blast_rank=70&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_108459774.1?report=genbank&log$=protalign&blast_rank=71&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBT38276.1?report=genbank&log$=protalign&blast_rank=72&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_008943063.1?report=genbank&log$=protalign&blast_rank=73&RID=7PB8BBYK016
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RYE11063.1      231  AFYAPATSAIEMAESYLKDKKRILPVAAYLKGEYGVKGTYVGVPAVIGAGGAERVVEISLNSAEQKAFEKSVAAVGGL-I  309 
MAL87662.1      231  AFYAPAESAIAMARSYLLDQKRVLPCAVWLSGEYGLSDLYVGVPALIGANGVEKVIEFSTNDDEKAMFKKSVESVQGL-I  309 
MAP00672.1      231  AYYAPASSAIQMAESYLYDSKRLLPCAAFVEGKYNLDGLYVGVPVVIGGQGIERVIEISLSKEEQMEFSNSVDSVKGL-I  309 
PPR37875.1      231  AFYAPASAAIEMAESYLKDKKRVLTCAAYLNGQYGVRGLYVGVPVVIGIKGVERIVEISLSKSENAQFQKSVASVRAS-V  309 
PPR36537.1      231  AFYAPASAAIEMAESYLKDKKRVLTCAAYLNGQYGVRGLYVGVPVVIGIKGVERIVEISLSKSENAQFQKSVASVRAS-V  309 
WP_056254967.1  231  AFYAPATSAIAMAESYLKDKKRVMPAAAYLDGQYGVKGTYVGVPVVIGAGGAEKVIEISLNSAEQKAFDKSVGAVEGL-I  309 
OUX44185.1      231  AYYAPASSAIQMAESYLYDSKRLLPCASFVNGQYNLNGIYVGVPVVIGSQGIEKVIEISLSKEEQMEFSKSVDSVKGL-I  309 
WP_200339844.1  231  AFYAPASSAIQMAESYLLDKKRVLPAAAYLTGQYGVTDMYVGVPVVIGDQGIERIVELKFTEHEQEMFNHSVESVREL-V  309 
XP_022589240.1  231  AFFAPAAAGVLMAEAYLKDKKRVIPCAAYLTGQYGVSNLYVGVPCIIGGGGVEKILELHLTSEERSMFEKSVESVRSL-V  309 
WP_166213281.1  231  AFYAPAASAIQMAESYLKDKKRVLPCAAYLNGEYGVKDMYVGVPTVIGSKGVERIVEIELAGKDREAFDKSVASVQGL-V  309 
6VDH_A          242  AYFAPAASAIAMAEAYLKDQKRVLPCSCYLEGQYGVKDLYVGVPVVIGGNGVEKVIELELTPEEKEMFDKSIEEVREL-V  320 
TAH36160.1      233  AFYAPAASAIEMAESYLRDKRRVLPCAAYLNGEYGVKGIYVGVPVIIGKGGVEKIVEIQMNADEKSMFDKSVAAVQEL-V  311 
WP_067555953.1  231  AFYAPASSAIQMAESYLKDKKRVLPCAAYVKGAYGLDGLYVGVPVVIGAKGVERIVEIELNADEQKMFENSVGAVKAL-V  309 
MBA2590478.1    231  AYYAPATSAIQMAESYLKDQKRVLPCAVYVNGAYGIKDLYVGLPVVIGEKGVEKVVELNLTAEEKAGLDKSADAVRGL-I  309 
MBO6506542.1    231  AYYAPATSAIEMAESYLKDKRRLLPCAAFLSGEYGLNDMYVGVPVIIGANGVEKVVEIELIGEEKSGFEHSVGAVKGL-M  309 
PCI63361.1      231  AFYAPATSAIEMAESYLKDKKRLLPCAAHLSGQYGLNDMYVGVPTVIGAGGIEKIVEIELQGDEQTGFDHSVDAVKGL-M  309 
PPR79434.1      231  AFYAPAASAISMVESYLYDKRRILPCAAYLNGEYNVKGLYVGVPVVIGSKGVEKVIEIKLNSDERSMFNKSVKAVKDL-V  309 
WP_166300597.1  231  AFYAPAASAIQMAESYLKDKKRVLPCAAYLNGEYGVKDMYVGVPTVIGSKGVERIVEIELTGKDREAFDKSVGAVQGL-V  309 
MBI3675661.1    231  AFYAPATSAIAMAESYLKDKKRVLPCACYVNGPYGIKDLYVGVPAVIGEKGIERVVELELTAGEREALNKSAESVRGL-I  309 
MBT05681.1      231  AFYAPATAAIEMAEAYIKDQKRVLPCAAFLNGQYGVKGIYVGVPVIIGSRGVERVVEIALSRTEMSQFQKSVVAVKNL-V  309 
MBK8174980.1    231  AFYAPATSAVAMAECFLKDKKRLMPCAAWCDGPYGQNGLYVGVPTIIGAGGIEKVVEIELNAEEKAMLDHSINSVKTL-V  309 
WP_029081325.1  231  AFYAPAASAIQMAESYLKDKKRVLPCAAYLNGEYGVKDMYVGVPTVIGSKGVERIVEIELAGKDREAFDKSVASVQGL-V  309 
WP_027287413.1  231  AFYAPASSAIQMAESYLLDKKRVLPAAAYLTGQYGVNDMYVGVPVVIGDKGIERIVELKFTDHEQEMFNHSVESVREL-V  309 
MBN9587800.1    231  AYYAPATSAIAMAESYLKDQKRVLPCAVHVNGPYGIKDLYVGLPVVIGEKGIERIVELDLTAEEKAGLEKSAGAVSGL-I  309 
MBC7134210.1    231  AFYAPASSAIQMADSYLKDKKRVLPCAAYVKGAYGLDGLYVGVPVVIGAKGVERIVEIELNADEQKMFDHSVSAVKAL-V  309 
WP_086463724.1  231  AFYAPASSAIQMADSYLKDKKRVLPCAAYVKGAYGLDGLYVGVPVVIGAKGVERIVEIELNADEQKMFDHSVGAVKAL-V  309 

 
5NFR_A          306  QKAFDL--IKG---[6]  320 
6R8G_A          306  QKAFDL--IKAaaL[7]  324 
XP_966170.1     306  QKAFDL--IK----     313 
XP_012761998.1  306  QKAFDL--IK----     313 
CAC9696262.1    306  QKAFDL--IK----     313 
ETW50453.1      302  QKAFDL--IK----     309 
SOV74725.1      306  QKAFNL--IK----     313 
SOV21691.1      306  QKAFDL--IN----     313 
XP_018642816.1  306  QKAFDL--IN----     313 
XP_028537330.1  306  EKAFDL--IK----     313 
XP_028533952.1  306  QKAFDM--IK----     313 
XP_019915696.1  306  QKAFAL--IN----     313 
SBT38197.1      306  QKAFNQ--IV----     313 
SBS85361.1      306  QKAFNQ--IV----     313 
XP_012335265.1  306  QKAFAL--IN----     313 
XP_028544431.1  306  QKAFAM--IN----     313 
XP_008814730.1  306  QKAFAL--IN----     313 
XP_001616198.1  306  QKAFAL--IN----     313 
KMZ79541.1      306  QKAFAL--IN----     313 
XP_028526585.1  306  HKAFNM--IN----     313 
XP_002261491.1  306  QKAFAL--IN----     313 
XP_004223317.1  306  QKAFAL--IN----     313 
CAD2095064.1    306  KKALDA--VN----     313 
ETB56770.1      306  QKALNA--VN----     313 
KOB87837.1      222  QKAFDL--IK----     229 
SBT79735.1      306  KKAFDI--IN----     313 
XP_028862636.1  306  KKAFDI--IN----     313 
XP_022812395.1  306  QKALNA--VN----     313 
XP_737386.2     306  QKALNA--VN----     313 
VWU52414.1      306  QKAFEI--IN----     313 
CAD2108495.1    306  KKALNA--VN----     313 
CAD2095098.1    306  KKALNA--VN----     313 
SCN61096.1      306  QKALNA--VN----     313 
EUD73291.1      306  KKALNA--VN----     313 

https://www.ncbi.nlm.nih.gov/protein/RYE11063.1?report=genbank&log$=protalign&blast_rank=74&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MAL87662.1?report=genbank&log$=protalign&blast_rank=75&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MAP00672.1?report=genbank&log$=protalign&blast_rank=76&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR37875.1?report=genbank&log$=protalign&blast_rank=77&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR36537.1?report=genbank&log$=protalign&blast_rank=78&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_056254967.1?report=genbank&log$=protalign&blast_rank=79&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/OUX44185.1?report=genbank&log$=protalign&blast_rank=80&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_200339844.1?report=genbank&log$=protalign&blast_rank=81&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_022589240.1?report=genbank&log$=protalign&blast_rank=82&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_166213281.1?report=genbank&log$=protalign&blast_rank=83&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6VDH_A?report=genbank&log$=protalign&blast_rank=84&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/TAH36160.1?report=genbank&log$=protalign&blast_rank=85&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_067555953.1?report=genbank&log$=protalign&blast_rank=86&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBA2590478.1?report=genbank&log$=protalign&blast_rank=87&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBO6506542.1?report=genbank&log$=protalign&blast_rank=88&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PCI63361.1?report=genbank&log$=protalign&blast_rank=89&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR79434.1?report=genbank&log$=protalign&blast_rank=90&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_166300597.1?report=genbank&log$=protalign&blast_rank=91&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI3675661.1?report=genbank&log$=protalign&blast_rank=92&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBT05681.1?report=genbank&log$=protalign&blast_rank=93&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK8174980.1?report=genbank&log$=protalign&blast_rank=94&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_029081325.1?report=genbank&log$=protalign&blast_rank=95&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_027287413.1?report=genbank&log$=protalign&blast_rank=96&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBN9587800.1?report=genbank&log$=protalign&blast_rank=97&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBC7134210.1?report=genbank&log$=protalign&blast_rank=98&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_086463724.1?report=genbank&log$=protalign&blast_rank=99&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/5NFR_A?report=genbank&log$=protalign&blast_rank=0&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6R8G_A?report=genbank&log$=protalign&blast_rank=1&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_966170.1?report=genbank&log$=protalign&blast_rank=2&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_012761998.1?report=genbank&log$=protalign&blast_rank=3&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAC9696262.1?report=genbank&log$=protalign&blast_rank=4&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ETW50453.1?report=genbank&log$=protalign&blast_rank=5&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV74725.1?report=genbank&log$=protalign&blast_rank=6&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SOV21691.1?report=genbank&log$=protalign&blast_rank=7&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_018642816.1?report=genbank&log$=protalign&blast_rank=8&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028537330.1?report=genbank&log$=protalign&blast_rank=9&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028533952.1?report=genbank&log$=protalign&blast_rank=10&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_019915696.1?report=genbank&log$=protalign&blast_rank=11&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT38197.1?report=genbank&log$=protalign&blast_rank=12&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBS85361.1?report=genbank&log$=protalign&blast_rank=13&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_012335265.1?report=genbank&log$=protalign&blast_rank=14&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028544431.1?report=genbank&log$=protalign&blast_rank=15&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_008814730.1?report=genbank&log$=protalign&blast_rank=16&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_001616198.1?report=genbank&log$=protalign&blast_rank=17&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KMZ79541.1?report=genbank&log$=protalign&blast_rank=18&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028526585.1?report=genbank&log$=protalign&blast_rank=19&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_002261491.1?report=genbank&log$=protalign&blast_rank=20&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_004223317.1?report=genbank&log$=protalign&blast_rank=21&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2095064.1?report=genbank&log$=protalign&blast_rank=22&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/ETB56770.1?report=genbank&log$=protalign&blast_rank=23&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KOB87837.1?report=genbank&log$=protalign&blast_rank=24&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SBT79735.1?report=genbank&log$=protalign&blast_rank=25&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_028862636.1?report=genbank&log$=protalign&blast_rank=26&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_022812395.1?report=genbank&log$=protalign&blast_rank=27&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_737386.2?report=genbank&log$=protalign&blast_rank=28&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/VWU52414.1?report=genbank&log$=protalign&blast_rank=29&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2108495.1?report=genbank&log$=protalign&blast_rank=30&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/CAD2095098.1?report=genbank&log$=protalign&blast_rank=31&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/SCN61096.1?report=genbank&log$=protalign&blast_rank=32&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EUD73291.1?report=genbank&log$=protalign&blast_rank=33&RID=7PB8BBYK016
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XP_008624410.2  306  KKALSA--VS----     313 
KEG02700.1      306  KKALSA--VS----     313 
XP_034422383.1  306  QKALNV--ID----     313 
EAA22943.1      316  QKALNA--VN----     323 
4PLH_A          311  ETVKKL---NAleH[5]  326 
4PLT_A          316  ETVKKL---NAleH[5]  331 
4PLC_A          320  KAIKAL---GL-eH[5]  334 
WP_137152966.1  310  EACKKI-APKL--A     320 
WP_193334840.1  310  EACKKI-APKL--A     320 
WP_112321891.1  310  DACKGI-DDSL--S     320 
NCU49226.1      309  QDLFKL-DPEVakI[7]  328 
WP_046140904.1  310  EACKKI-APKL--A     320 
GDX35174.1      309  QDLFKL-DPEVakI[7]  328 
NCU53456.1      309  QDLFKL-DPEVakI[7]  328 
NCU63045.1      309  QDLFKL-DPEVakI[7]  328 
WP_046135361.1  310  EACKKI-APKL--A     320 
WP_160851963.1  310  EACKGI-DGSL--A     320 
MBK8210760.1    310  DVAKGL-M------     316 
XP_013336105.1  310  DSLPKS--------[2]  317 
NBY89657.1      309  QDLFKL-DPEVakI[2]  323 
PCJ41639.1      310  EAVKVI-DPSL--A     320 
NCU49057.1      309  QDLFKL-DPEVakI[4]  325 
NCU69999.1      309  QDLFKL-DPEVakI[7]  328 
NBQ46335.1      309  QDLFKL-DPEVakI[8]  329 
XP_013246728.1  310  DALPKS--------[2]  317 
HEC00426.1      310  EAVKAI-DPSL--A     320 
WP_121938586.1  310  EACLTI-DSTL--A     320 
NCU46848.1      309  QDLFKL-DPEVakI[7]  328 
MBI1328659.1    310  DACKGL-EPKL--A     320 
RCL75573.1      310  EACIKI-DPSL--G[2]  322 
WP_099340841.1  309  QDLFKL-DPEVakI[7]  328 
WP_056229719.1  310  EACKKI-APKL--A     320 
MBM5787331.1    309  QDLFKL-DPEVakI[7]  328 
HIB19697.1      310  AAVKKT-RKNQtnK[1]  323 
WP_183417264.1  310  EACKKL---GFkgG[1]  321 
MQA65584.1      311  ELAKLL-AKGKrkG[2]  325 
PPR17482.1      310  ASVKKI-RKPRsnK[1]  323 
WP_108459774.1  310  EACKKI-APKL--A     320 
NBT38276.1      309  QDLFKL-DPEVakI[7]  328 
WP_008943063.1  310  EVVKNM-DASA--G     320 
RYE11063.1      310  DACKKI-APKL--A     320 
MAL87662.1      310  QACKDI-DASL--A     320 
MAP00672.1      310  EACMKI-DPSL--G[2]  322 
PPR37875.1      310  AAVKKT-RKNQtnK[1]  323 
PPR36537.1      310  AAVKKT-RKNQtnK[1]  323 
WP_056254967.1  310  EACKKI-APKL--A     320 
OUX44185.1      310  EACIKI-DPSL--G[2]  322 
WP_200339844.1  310  DACKKL---GAl--     318 
XP_022589240.1  310  EALPKN--------[2]  317 
WP_166213281.1  310  DACKKI-APDLlgK     322 
6VDH_A          321  KALEAL---DA-pA     330 
TAH36160.1      312  KVTKDIqAKAA---     322 
WP_067555953.1  310  EIVKNM-DATA--G     320 
MBA2590478.1    310  DACRKL-EPKL--G     320 
MBO6506542.1    310  EACTAI-DGSL--A     320 
PCI63361.1      310  AACTAI-DGSL--A[1]  321 
PPR79434.1      310  GSIKNI-DKKIskK[2]  324 
WP_166300597.1  310  DACKKI-APDLlgK     322 
MBI3675661.1    310  DACKKL-DAKL--V     320 
MBT05681.1      310  ALVKKI-QRRKrfA[2]  324 
MBK8174980.1    310  EVAKGL-M------     316 

https://www.ncbi.nlm.nih.gov/protein/XP_008624410.2?report=genbank&log$=protalign&blast_rank=34&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/KEG02700.1?report=genbank&log$=protalign&blast_rank=35&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_034422383.1?report=genbank&log$=protalign&blast_rank=36&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/EAA22943.1?report=genbank&log$=protalign&blast_rank=37&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLH_A?report=genbank&log$=protalign&blast_rank=38&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLT_A?report=genbank&log$=protalign&blast_rank=39&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/4PLC_A?report=genbank&log$=protalign&blast_rank=40&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_137152966.1?report=genbank&log$=protalign&blast_rank=41&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_193334840.1?report=genbank&log$=protalign&blast_rank=42&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_112321891.1?report=genbank&log$=protalign&blast_rank=43&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU49226.1?report=genbank&log$=protalign&blast_rank=44&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_046140904.1?report=genbank&log$=protalign&blast_rank=45&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/GDX35174.1?report=genbank&log$=protalign&blast_rank=46&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU53456.1?report=genbank&log$=protalign&blast_rank=47&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU63045.1?report=genbank&log$=protalign&blast_rank=48&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_046135361.1?report=genbank&log$=protalign&blast_rank=49&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_160851963.1?report=genbank&log$=protalign&blast_rank=50&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK8210760.1?report=genbank&log$=protalign&blast_rank=51&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_013336105.1?report=genbank&log$=protalign&blast_rank=52&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBY89657.1?report=genbank&log$=protalign&blast_rank=53&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PCJ41639.1?report=genbank&log$=protalign&blast_rank=54&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU49057.1?report=genbank&log$=protalign&blast_rank=55&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU69999.1?report=genbank&log$=protalign&blast_rank=56&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBQ46335.1?report=genbank&log$=protalign&blast_rank=57&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_013246728.1?report=genbank&log$=protalign&blast_rank=58&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HEC00426.1?report=genbank&log$=protalign&blast_rank=59&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_121938586.1?report=genbank&log$=protalign&blast_rank=60&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NCU46848.1?report=genbank&log$=protalign&blast_rank=61&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI1328659.1?report=genbank&log$=protalign&blast_rank=62&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RCL75573.1?report=genbank&log$=protalign&blast_rank=63&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_099340841.1?report=genbank&log$=protalign&blast_rank=64&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_056229719.1?report=genbank&log$=protalign&blast_rank=65&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBM5787331.1?report=genbank&log$=protalign&blast_rank=66&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/HIB19697.1?report=genbank&log$=protalign&blast_rank=67&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_183417264.1?report=genbank&log$=protalign&blast_rank=68&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MQA65584.1?report=genbank&log$=protalign&blast_rank=69&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR17482.1?report=genbank&log$=protalign&blast_rank=70&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_108459774.1?report=genbank&log$=protalign&blast_rank=71&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/NBT38276.1?report=genbank&log$=protalign&blast_rank=72&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_008943063.1?report=genbank&log$=protalign&blast_rank=73&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/RYE11063.1?report=genbank&log$=protalign&blast_rank=74&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MAL87662.1?report=genbank&log$=protalign&blast_rank=75&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MAP00672.1?report=genbank&log$=protalign&blast_rank=76&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR37875.1?report=genbank&log$=protalign&blast_rank=77&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR36537.1?report=genbank&log$=protalign&blast_rank=78&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_056254967.1?report=genbank&log$=protalign&blast_rank=79&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/OUX44185.1?report=genbank&log$=protalign&blast_rank=80&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_200339844.1?report=genbank&log$=protalign&blast_rank=81&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/XP_022589240.1?report=genbank&log$=protalign&blast_rank=82&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_166213281.1?report=genbank&log$=protalign&blast_rank=83&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/6VDH_A?report=genbank&log$=protalign&blast_rank=84&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/TAH36160.1?report=genbank&log$=protalign&blast_rank=85&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_067555953.1?report=genbank&log$=protalign&blast_rank=86&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBA2590478.1?report=genbank&log$=protalign&blast_rank=87&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBO6506542.1?report=genbank&log$=protalign&blast_rank=88&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PCI63361.1?report=genbank&log$=protalign&blast_rank=89&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/PPR79434.1?report=genbank&log$=protalign&blast_rank=90&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_166300597.1?report=genbank&log$=protalign&blast_rank=91&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBI3675661.1?report=genbank&log$=protalign&blast_rank=92&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBT05681.1?report=genbank&log$=protalign&blast_rank=93&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBK8174980.1?report=genbank&log$=protalign&blast_rank=94&RID=7PB8BBYK016
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WP_029081325.1  310  DACKKI-APDLlgK     322 
WP_027287413.1  310  DACKKL---GAl--     318 
MBN9587800.1    310  EACKKL-EPKL--A     320 
MBC7134210.1    310  DVVKNV-DASA--S     320 
WP_086463724.1  310  DVVKNV-DASA--S     320 
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https://www.ncbi.nlm.nih.gov/protein/WP_029081325.1?report=genbank&log$=protalign&blast_rank=95&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_027287413.1?report=genbank&log$=protalign&blast_rank=96&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBN9587800.1?report=genbank&log$=protalign&blast_rank=97&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/MBC7134210.1?report=genbank&log$=protalign&blast_rank=98&RID=7PB8BBYK016
https://www.ncbi.nlm.nih.gov/protein/WP_086463724.1?report=genbank&log$=protalign&blast_rank=99&RID=7PB8BBYK016
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